tail length tape measure protein (CDS_0014) anti-repressor Ant (CDS_0023)
major tail protein (CDS_0011) PDC-S05_WP_205747975.1 (CDS_0018) 27
13 tRNA-Pro(TGG) ~ PDC-M69A_WP_216276383.1 (CDS_0021) 28
910 12 ] 15 | 16 17 | 19 20 | 22 | 2425 2672930 31

[
—]
|
|
o%

. DU O . e I S —
uvig 33046:7,075-21,350 (+)
PDC-S05_WP_205747975.1 (CDS_0018)
metallo-protease (CDS_0017)
tail length tape measure protein (CDS_0014) PDC-M69A WP_216276383.1 (CDS_0021)
integrase (CDS_0016) ‘

15 19 20 22 23
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uvig_167179:7,075-21,680 (+)
PDC-505_WP_205747975.1 (CDS_0018)
tail length tape measure protein (CDS_0014) 22
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uvig 123126:7,078-19,049 (+)
tail length tape measure protein (CDS_0014) PDC-S05_WP_205747975.1 (CDS_0022)

15 16 17 18 19 20 21 23 2425 26 2728 29
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MGV-GENOME-0232014: 8,502-24.922 (+)
PDC-S22_WP_003530377.1 (CDS_0033)
DNA polymerase (CDS_0026) integrase (CDS_0031) | anti-repressor Ant (CDS_0036)

17 19 20 21222324 25 27 28 29 30 32 34 35 37 38
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uvig 487562:8,502-35,562 (+)
PDC-522_WP_003530377.1 (CDS_0021)
anti-repressor Ant (CDS_0024)
17 18 19 20 22 23 25 26

GV-GENOME-0272296:7,763-23,865 (+)
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PDC-522_WP_003530377.1 (CDS_0030)
endolysin (CDS_0025) anti-repressor Ant (CDS_0033)
tail length tape measure protein (CDS_0014) 19 20 2122 23 24 26 27 28 29 31 32 34

|
%
#

- . I I I ¢~ 5§85 8§ ] §®§ &0 —— &0 b - | |
uvig_7069:8,466-31,061 (+)
anti-repressor Ant (CDS_0028)
endolysin (CDS_0025)
19 20 2122 23 24 26 27 29
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MGV-GENOME-0229226:8,466-24,712 (+)
anti-repressor Ant (CDS_0022)
21
19 20 23
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MGV-GENOME-0206057:8,466-20,613 (+)
anti-repressor Ant (CDS_0021)

19 20 22
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MGV-GENOME-0206501:8,466-20,684 (+)
PDC-M04B_WP_052790877.1 (CDS_0024)
PDC-MO4A_WP.207706624.1 (CDS_0025)
Retron_VI_HTH (CDS_0027)
metallo-protease (CDS_0023)
integrase (CDS_O@)

anti-repressor Ant (CDS_0029)
19 20 21 | 26

28 30 31
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Wig ABB113: 8,466 28,194 (+)
PDC-M69A_WP_216276383.1 (CDS_0026)
PDC-M04B_WP_052790877.1 (CDS_0023)
PDC-MO4A_WP.207706624.1 (CDS_0024)
‘ anti-repressor (CDS_0028)
19 20 21 22 25 | 27 29
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MGV-GENOME-0235342: 8,466-26,163 (+)
PDC-M04B_WP_052790877.1 (CDS_0023)
PDC-MO4A_WP.207706624.1 (CDS_0024)
19 20 21 22 | 25 26 27
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MGV-GENOME-0227988: 8,399-24,388 (+)

anti-repressor (CDS_0025)
19 20 21 22 23 24 26 27
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MGV-GENOME-0242485:8,496-24,666 (+)

19 20 21
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MGV. GENOME.02017028.470-19,320 (+)
PDC-MO4B_WP_052790877.1 (CDS_0030)
PDC-MO4A WP 207706624.1 (CDS_0031)
21 holin (CDS_0027) ‘ anti-repressor (CDS_0034)
19 20 [22 23 24 25 26 28 29 32 33 35
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OTU_2427:8,501-30,932 (+)

holin (CDS_0025) PDC-M04B_WP_052790877.1 (CDS_0029)
endolysin (CDS_0024) PDC-MO4A_WP.207706624.1 (CDS_0030)
19 20 21 22 23 26 27 28 | 31 32
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uvig 54361:8,466-29,244 (+)
holin (CDS_0025)
endolysin (CDS_0024) anti-repressor Ant (CDS_0032)
19 20 21 22 23 | 26 27 28 29 30 31 33
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uvig_353456:8,502-30,141 (+)

minor tail protein (CDS_0016) 17 19 20

MGV-GENOME-4398434:7,308-18,756 (+)
PDC-522_WP_003530377.1 (CDS_0030)
Retron_VI__HTH (CDS_0032)
T 34 anti-repressor Ant (CDS_0038)
31 |3 35 36 37 | 3940 41

holin (CDS_0026)
18 19 2021 22 23 24 25 | 27 28 29
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ivig_1057:8,468-32,530 (+)
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