FtsK/SpolllE-like protein (CDS_0031)
mads_1 (CDS_0034)

AbiD (CDS_0029) capH (CDS 5033)
tail protein (CDS_0019) 21 26 28 SbcC-like subunit of palindrome specific endonuclease (CDS_0040)
13 1415 16 17 18 20 [222324 25 [27] 30 32 35T 37 38 39
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SRS015816_al _ct7679:8,433-34,366 (+)
FtsK/SpolllE-like protein (CDS_0029)
mads_1 (CDS_0032)
tail protein (CDS_0018) 20 capH (CDS_6031)
17 19 [2122 23 24 T2627 28 30 [ |33
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MGV-GENOME-0260710:8,321-32,739 (+)
mads_1 (CDS_0030)
19 capH (CDS_0029)
18 [ 202122 23 2425 26 27 28] |31
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OTU_3033:8,470-27,978 (+)
FtsK/SpolllE-like protein (CDS_0028)
mads_1 (CDS_0031)
21 AbiD (CDS_0026) capH (CDS_0030)
18 19 20[222324 25 27 29 |32
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OTU_2701:8,376-30,320 (+)
FtsK/SpolllE-like protein (CDS_0027)
mads_1 (CDS_0030)
21 25 capH (CDS_0029)
18 19 20[222324] 26 | 31
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MGV-GENOME-4411976:8,376-28 418 (+)
FtsK/SpolllE-like protein (CDS_0032)
mads_1 (CDS_0035)
21 capH (CDS 0034)
18 19 20[222324 25 26 27 28 29 30 31 | 36
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MGV-GENOME-0281328: 837634831 (+)
FtsK/SpolllE-like protein (CDS_0029)
mads_1 (CDS_0032)
21 capH (CDS_0031)
18 19 20[222324 25 26 27 28 | 33
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IMGVR_UViG_3300045988_151256|3300045988|Ga0495776_071482:8,376-32,360 (+)
FtsK/SpolllE-like protein (CDS_0035)

AbiD (CDS_0028) mads_1 (CDS_0038)
27 tRNA-GIU(TTC) capH (CDS_0037)
18 19 20T2223 24 25 26] | I 29 3031 32 33 34 36 [ |39

IMGVR_UViG_2836980892_000001|2836980892|2836980892|18998-64155:8,376-37,490 (+)
FtsK/SpolllE-like protein (CDS_0037)
mads_1 (CDS_0040)
21 25 capH (CDS_0039)
18 19 20[222324] 26 27 28 29 30 313233 34 35 36 38 [ |41
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Ma_2019_SRR413567_NODE_375_length_47552_cov_22.677201:8,376-39,884 (+)
FtsK/SpolllE-like protein (CDS_0023)
mads_1(CDS_0026)
capH (CDS_0025)
2 17 18 19 20 21 22 247 |27
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uvig 58517:8,219-28,761 (+)
FtsK/SpolllE-like protein (CDS_0020)
mads_1 (CDS_0023)
capH (CDS_0022)
7] 19 21 [ |24
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uvig_336691:8,052-24,068 (+)

FtsK/SpolllE-like protein (CDS_0027)

PDC-S31_WP_063883643.1 (CDS_0025) mads_1 (CDS_0030)
22 capH (CDS_0029)
17 18 19 20 21] 23 24 26 2 | 31
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SAMN11031413 a1l ct7956:8,052-31,175 (+)
18 19

N —— . N —
UV\g 464411 8,397-18,826 (+)
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