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Mom-like DNA modification protein (CDS_0031)
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uvig_137370:20,994-27,712 (+)
DNA methyltransferase (CDS_0040)
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uvig_58517:29,881-36,855 (+)
DNA methyltransferase (CDS_0028)
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31 site-specific recombination directionality factor RDF (CDS_0032)
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uvig_245144:21,229-26,823 (+)

site-specific recombination directionality factor RDF (CDS_0046)
Mom-like DNA modification protein (CDS_0045)
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SAMN11031413_a1_ct7956:32,295-40,709 (+)

Mom-like DNA modification protein (CDS_0038)
36 37 site-specific recombination directionality factor RDF (CDS_0039)
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uvig_336691:25,188-32,067 (+)
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