holin (CDS_0016)
10 11 12 13 14 15117 18 19 20
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IMGVR_UViG_3300023504_0003563300023504|Ga0257038_100003|35577-78120:9,178-29,395 (+)
capP (CDS_0022)
12 1617 18 19 21 [ 23242526

IMGVR_UViG_3300029684_000314|3300029684|Ga0245194_100050|79317-121693:9,998-33,865 (+)
RelE-like toxin (CDS_0023)
tRNA-Lys(TTT)
1617 18 19 20 22 | 24

!

IMGVR_UViG_3300006747_000210|3300006747|Ga0101801_100067|57162-100797:9,998-32,372 (+)
1617 18 19

IMGVR_UViG_3300039323 000284|3300039323|Ga0169852_00071|16190-58271:9,999-30,585 (+)
endolysin (CDS_0017)

1516 18 19

uvig_109315: 10,009-31,577 (+)
endolysin (CDS_0018)
16 17 19
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IMGVR_UViG_3300023720_000007|3300023720|Ga0257049_100504: 9,998-30,282 (+)

1516 17 18

IMGVR_UViG_3300045988_136852|3300045988|Ga0495776_071628:9,999-29,387 (+)
endolysin (CDS_0018)
16 17 19 20

uvig_284006: 9,998-30,794 (+)

1516 17 18

MGV-GENOME-0268268: 10,001-28 423 (+)
1516 17 18 19 20

— — | —
IMGVR_UViG_3300029610_000016|3300029610|Ga0245132_100566: 9,996-31,329 (+)

1516 17 18 24

IMGVR_UViG_3300029661_000175|3300029661|Ga0245258_100023|273474-315375:9,999-32,254 (+)
TIGR04330 cas_Cpf1: CRISPR-associated protein Cpf1, subtype PREFRAN (CDS_0019)
endolysin (CDS_0018)
16 17 20
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TIGR04330 cas_Cpf1: CRISPR-associated protein Cpf1, subtype PREFRAN (CDS_0021)
endolysin (CDS_0020)
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uvig_117458:9,998-34,819 (+)
TIGR04330 cas_Cpf1: CRISPR-associated protein Cpf1, subtype PREFRAN (CDS_0021)
1819 20 2
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IMGVR_UViG_3300039356_000253|3300039356|Ga0169776_00069(31966-76397:9,998-34,705 (+)

22
1617 18 192021 ] mads_1(CDS_0023)

MGV-GENOME-0297187:9,998-31,407 (+)
1516 17 18 19 20 2122 23
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IMGVR_UViG_3300029608_000316|3300029608|Ga0245152_100020(26443-72514:9,999-34,204 (+)
15 16 17 22 23

IMGVR_UViG_3300029671_000211|3300029671|Ga0245181_100001]143102-185596:9,999-31,482 (+)
1617 18 19

IMGVR_UViG_3300029846_000281|3300029846|Ga0245279_100027|137084-179085: 10,041-32,609 (+)
12 17 18 19 2122

T ————————————————————————————— R ———————————————————] I N -
IMGVR_UViG_3300029098 _000135|3300029098|Ga0169171_100065[10745-51913: 9,986-32,278 (+)
replication initiatim’otein (CDS_0020)
DnaB-like replicative helicase (CDS_0019)
22
1617 18 212324 25
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IMGVR_UViG_3300030030_000256|3300030030|Ga0245278_100198|61346-106714:10,001-33,741 (+)
replication initiation protein (CDS_0020)
DnaB-like replicative heIi(ﬁ(CDS_OOl?)
endolysin (CDS_0018) 22
16 17 | 21123 24
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uvig_199369:9,998-33,235 (+)

replication initiatichrotein (CDS_0020)
DnaB-like replicative helicase (CDS_0019)
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1617 18 21]2324 25 32
A e B W L 1 N |] _-—
MGV-GENOME-0293675: 10,010-35,925 (+)
7 internal virion protein (CDS_0008) 12 13 1617 18

o —
IMGVR_UViG_3300045988_106589|3300045988|Ga0495776_007180: 6,597-28,830 (+)

endolysin (CDS_0018)
16 17 19 202122 23 24 252627

uvig_56325:9,998-37,096 (+)
endolysin (CDS_0017)
mads_8 (CDS_0020)
15 16 18 19 21 2223 24 25 26
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SAMEA2737710_al ct8774 vs1:10,033-42,933 (+)

endolysin (CDS_0016)
15 17 1819 20 21 22
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uvig 490265_:9,999-40,623 (+)
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uvig_488772:10,003-27,575 (+)

uvig_164029:10,015-27,289 (+)
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uvig 193589:9,996-29,337 (+)

12 16

" — — E—
uvig 490745 :9,221-26,361 (+)

17 endolysin (CDS_0018)

uvig_157717:10,005-29,244 (+)
17

-
IMGVR_UViG_3300014541_000141|3300014541|Ga0134391_100095|3-38489: 10,002-28,230 (+)
14 15 17 19

—
uvig_494613:9,179-29,964 (+)
holin (CDS_0016)
endolysin (CDS_0018)
tail protein (CDS_0014) 15|17

S —
uvig_163017: 6,987-30,044 (+)
holin (CDS_0016)
14 15[17 18

N S
MGV-GENOME-0270024: 6,987-30,042 (+)
holin (CDS_0016)
14 1517 18
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uvig 42401:9,171-30,805 (+)
19 26

IMGVR_UViG_3300029729_000226|3300029729|Ga0245191 100500|134-40277:11,222-32,048 (+)
Exochelin (smegmatis) (VF0819) (CDS_0022)

ABC transporter (CDS_0023)

24 25 26
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16 181920 21
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uvig_183442:10,039-37,078 (+)

mads_8 (CDS_0015) 16 17 18 1920 21 22 23 25 26
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uvig 117386:9,991-43,514 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder)
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defence (PADLOC) virulence (VFDB) tRNA tmRNA pseudogene
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