
IMGVR_UViG_3300030030_000256|3300030030|Ga0245278_100198|61346-106714: 31,744-39,346 (+)

26 27
RelE-like toxin (CDS_0028)

29 30 31
32

33 3435 36 37 38 39 40 4142 43 44 45

uvig_199369: 31,238-40,166 (+)

29 30
31

32 3334 35 36 37 38 39 ParB-like partition protein (CDS_0044)

IMGVR_UViG_3300029576_000203|3300029576|Ga0245100_100029|234266-276430: 28,799-38,339 (+)

23 24 25 26 27 2829 30 31 32 33 34

IMGVR_UViG_3300029045_000208|3300029045|Ga0169661_100107|22087-64741: 28,816-35,926 (+)

23 24
25

26 27 28 29 30 35

MGV-GENOME-0221324: 17,554-25,410 (+)

17 18 19 2021 22 23 24 25

IMGVR_UViG_3300029847_000261|3300029847|Ga0245281_100185|31331-73826: 28,803-37,351 (+)

24 25
26

27 28 29 30 31 37

uvig_57354: 32,815-38,825 (+)

25 26 27 28 29 30 32

MGV-GENOME-0229371: 10,015-26,837 (+)

11 12 tRNA-Lys(TTT) 17 18 1920 2122 23 24 25 26

uvig_157717: 25,198-33,858 (+)

holin (CDS_0016)
17 endolysin (CDS_0018) 23 24 2526 27 29 30 31 32

uvig_200269: 24,798-36,365 (+)

15 16
transcriptional repressor (CDS_0022)

23 24 25 26 2728 29 30 31 32 33

MGV-GENOME-0267651: 24,761-35,108 (+)

22 23
24

25 26 27 28 29

IMGVR_UViG_3300045988_153247|3300045988|Ga0495776_111045: 24,605-35,532 (+)

23 24
25

26 2728 29 30 31 32 33 34

MGV-GENOME-0261228: 23,673-33,950 (+)

22 23
24

25 2627 28 29

uvig_164029: 24,761-33,403 (+)

15 20 21
22

23 24 25 26 27

uvig_188961: 25,457-34,736 (+)

24 25
26

27 28 29 30 31

uvig_485529: 24,516-33,908 (+)

23 24 2526 27 28 29 30

uvig_488772: 23,693-34,436 (+)

15 20 21 22 2324 25 26 27 28 29

IMGVR_UViG_3300039323_000284|3300039323|Ga0169852_00071|16190-58271: 28,566-35,900 (+)

24 25 26 27 29 30

uvig_108717: 24,565-34,124 (+)

23 24 25 26

Kang_0009_ST003_A_NODE_18_length_41590_cov_138.296304: 24,792-34,000 (+)

23 24 2526 27 28 2930 3132

IMGVR_UViG_3300045988_133815|3300045988|Ga0495776_071560: 24,792-32,467 (+)

23 24 2526 2728

IMGVR_UViG_3300006747_000210|3300006747|Ga0101801_100067|57162-100797: 30,353-36,046 (+)

25 26 2728 2930

IMGVR_UViG_3300029671_000211|3300029671|Ga0245181_100001|143102-185596: 28,069-34,453 (+)

22 23 2526

IMGVR_UViG_3300007975_000049|3300007975|Ga0114169_100162: 28,994-35,391 (+)

23 24 2526 2728 31

MGV-GENOME-0270440: 24,790-33,473 (+)

22 23 2425 2627

uvig_259807: 11,249-27,597 (+)

11 12 13 19 20 2122 2324

IMGVR_UViG_3300039356_000253|3300039356|Ga0169776_00069|31966-76397: 32,707-40,113 (+)

27 28 2930 31 32 33

IMGVR_UViG_3300029580_000243|3300029580|Ga0245096_100012|194697-236227: 28,821-33,937 (+)

23 24
25

26

uvig_56056: 10,031-21,658 (+)

11 16 17
18

19

IMGVR_UViG_3300029614_000296|3300029614|Ga0245155_100039|76019-118175: 28,833-35,829 (+)

23 24 25 26 2728

MGV-GENOME-0293675: 31,668-37,116 (+)

30 31 32

IMGVR_UViG_3300029715_000462|3300029715|Ga0245215_1000003|538033-580276: 28,802-34,525 (+)

23 24
25

26

uvig_42401: 28,787-35,259 (+)

23 24 25 26

MGV-GENOME-0211388: 10,010-22,014 (+)

17 18 19

uvig_194247: 24,794-31,352 (+)

20 21

IMGVR_UViG_3300029661_000175|3300029661|Ga0245258_100023|273474-315375: 28,806-34,007 (+)

23 24

IMGVR_UViG_3300045988_115499|3300045988|Ga0495776_071969: 24,809-32,910 (+)

23 24
25

26

TemPhD_cluster_61717: 23,948-31,594 (+)

22 23

IMGVR_UViG_3300045988_138568|3300045988|Ga0495776_007466: 24,512-32,447 (+)

23 24 25 26

MGV-GENOME-0266181: 24,756-32,666 (+)

22 23 24

IMGVR_UViG_3300045988_119455|3300045988|Ga0495776_087553: 24,756-31,932 (+)

22 23 24

IMGVR_UViG_3300029608_000316|3300029608|Ga0245152_100020|26443-72514: 32,186-38,156 (+)

28 29 3031

IMGVR_UViG_3300029208_000195|3300029208|Ga0168729_100011|82527-124951: 28,840-34,831 (+)

23 24 2526 27

uvig_490745_: 23,833-30,321 (+)

transcriptional repressor (CDS_0021)
22 2324 25

IMGVR_UViG_3300029503_000204|3300029503|Ga0244781_100152|13400-53728: 24,827-32,735 (+)

22 23 2425 26

IMGVR_UViG_2899900031_000001|2899900031|2899900042|89041-128315: 24,787-31,681 (+)

21 22 2324 25

IMGVR_UViG_3300029121_000170|3300029121|Ga0168811_100066|107026-146358: 24,826-31,743 (+)

21 22 2324 25

ivig_820: 24,787-32,147 (+)

15 20 21 2223 24

uvig_56325: 35,078-41,655 (+)

32 33 3435 36

MGV-GENOME-0304820: 24,816-32,690 (+)

22 23 2425 26

uvig_201527: 9,998-23,582 (+)

15 16 19 20 2122 23

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function tRNA pseudogene


