
ivig_3446: 16,052-25,107 (+)
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HNH endonuclease (CDS_0032)
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OTU_4697: 16,024-24,730 (-)

202126
endonuclease (CDS_0027)

28

uvig_462469: 16,493-26,725 (-)

2021222728

HNH endonuclease (CDS_0029)
HNH endonuclease (CDS_0030)

Norman_100_NODE_4_length_24792_cov_17.910579: 16,456-24,791 (-)

integrase (CDS_0027)
metallo-protease (CDS_0028)
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MGV-GENOME-0180378: 16,287-24,722 (-)
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HNH endonuclease (CDS_0029)

uvig_468774: 16,493-26,798 (-)

integrase (CDS_0028)

DNA binding protein (CDS_0029)
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HNH endonuclease (CDS_0035)
HNH endonuclease (CDS_0036)

uvig_431711: 16,289-36,326 (-)
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DrmMII_00007 DrmMII (CDS_0033)
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endonuclease (CDS_0037)
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HNH endonuclease (CDS_0043)
HNH endonuclease (CDS_0044)

MGV-GENOME-0143910: 14,590-19,726 (-)
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uvig_485854: 16,314-28,980 (-)

212227282930313233
HNH endonuclease (CDS_0034)

uvig_209368: 18,958-26,139 (-)

2930

HNH endonuclease (CDS_0031)
HNH endonuclease (CDS_0032)

uvig_488040: 16,015-32,620 (-)
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DNA polymerase exonuclease subunit (CDS_0034)
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HNH endonuclease (CDS_0042)
HNH endonuclease (CDS_0043)

uvig_495442: 490-9,731 (+)
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uvig_117268: 15,020-24,795 (-)

23282930

uvig_131100: 16,472-29,559 (-)

29303132
33

343536

HNH endonuclease (CDS_0037)

uvig_318407: 16,400-38,086 (-)

2728293031DNA polymerase (CDS_0032)3334353637

IMGVR_UViG_3300045988_128178|3300045988|Ga0495776_158287: 16,285-26,994 (-)

26
HNH endonuclease (CDS_0027)

PDC-S30_WP_227961428.1 (CDS_0028)

293031

ivig_1783: 16,040-31,088 (-)

2526272829303132
transcriptional repressor (CDS_0033)

IMGVR_UViG_2879661624_000003|2879661624|2879661636|180273-223026: 16,040-29,540 (-)
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