DNA polymerase exonuclease subunit (CDS_0025)
HNH endonuclease (CDS_0032)
27 tRNA-Arg(GCG)
18 19 2021 22 23 24 26 (282930 31 | | 33

ivig_3446:16,052-25,107 (+)
endonuclease (CDS_0027)
28 26 21 20

!*

I N I
OTU_4697:16,024-24,730 ()
HNH endonuclease (CDS_0029)
HNH endon?clease (CDS_0030)
28

| I
uvig_462469:16,493-26,725 (-)
metallo-protease (CDS_0028)

29 | integrase (CDS_0027)

Norman_100_NODE_4_length_24792_cov_17.910579:16,456-24,791 (-)

HNH endonuclease (CDS_0029)
28 27 21

éﬁ

MGV-GENOME-0180378: 16,287-24,722 (-)

DNA binding protein (CDS_0029)

HNH endonuclease (CDS_0035)

HNH endonuclease (CDS_0036)
\ 33 32 3130 integrase (CDS_0028)

8-
|
| |
|g
g2
|

I I B G B —
uvig 468774:16,493-26,798 (-)
HNH endonuclease (CDS_0043) endonuclease (CDS_0037)
HNH endonuclease (CDS_0044) 39 DrmMII_00007 DrmMiII (CDS_0033)
| 42 41 40 [38 3 35 34 32 3130 2928

LR L e
A d-{-@Ecded-@ammmaaT T I HEE-a¢—— a1 @ DOOJET

uvig 431711:16,289-36,326 (-)
25 22

N N B E— -_—

MGV-GENOME-0143910:14,590-19,726 (-)

HNH endonuclease (CDS_0034)

33 323130 29 28 27 2221

I
I
|
|

uvig 485854: 16,314-28,980 ()
HNH endonuclease (CDS_0031)
HNH endonuclease (CDS_0032)
| 30 29

Hon
a@o¢H@E&Eam D¢ KD

—_—— I N S E—
uvig_209368: 18,958-26,139 (-)
DNA polymerase exonuclease subunit (CDS_0034)
HNH endonuclease (CDS_0042)
HNH endonuclease (CDS_0043) 36
| 41 40 39383735 33 32 31 30 29 28

[— S - e W T
uvig_488040:16,015-32,620 (-)

1 2 8
e ap e aEn— &
uvig 495442:490-9,731 (+)

30 29 28 23
O 1 DAt

uvig_117268:15,020-24,795 (-)
HNH endonuclease (CDS_0037)

36 3534 32 31 30 29

]
|
|
|
;
|
|
|

uvwg 131100 16,472-29,559 (- )

37 36 34 33 DNA polymerase (CDS_0032) 31 30 29 28 27

P —
uvig 318407:16,400-38,086 (-)
PDC-S30_WP_227961428.1 (CDS_0028)
HNH endonuclease (CDS_0027)
31 30 29 | T 26

@ M G—@ e @

IMGVR_UViG_3300045988 128178|3SOOO45988\Ga0495776 158287 16, 285 26 994( )
transcrlptlonal repressor (CDS_0033)
"] 32313029

I I I N E— N
|V|g_1783 16, 040 31 088( )

\MGVR UVlG 2879661624 000003|2879661624\2879661636|180273 223026: 16 O4O 29 540( )

[ 8000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis other transcriptionregulation unknown function defence (PADLOC) tRNA tmRNA
— I I




