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HNH endonuclease (CDS_0029)
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OTU_5086:12,219-21,611 (+)
tail length tape measure protein (CDS_0017) 12 11 10 9
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ivig_3446:12,073-20,429 (+)

endonuclease (CDS_0027)
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OTU_4697:12,117-24,730 (+)

ivig_970:9,134-22,469 (+)

N
o

22

MGV-GENOME-0143910: 13,244-19,245 (+)
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DNA, RNA and nucleotide metabolism integration and excision lysis tail unknown function tRNA
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