holin (CDS_0023)
16 17 1819 20 21 22 | 24 2526 27
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uvig_150802: 12,708-21,158 (+)
21 22 23 24 holin(CDS_0025)

uvig_519662:12,708-21,490 (+)
endolysin (CDS_0022)
21 23 holin (CDS_0024)
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MGV-GENOME-0284837:12,706-20,974 (+)

N
-

22 23 24 holin (CDS_0025)

MGV-GENOME-0279867:12,708-21,359 (+)
21 22 23 24 holin (CDS_0025)

IMGVR_UViG_3300045988_030413|3300045988|Ga0495776_027963:12,708-21,359 (+)
endolysin (CDS_0021)
20 holin (CDS_0023) 27
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uvig 491831_:11,641-19,700 (+)
21 22 28 holin (CDS_0024)

— — — -
IMGVR_UViG_3300045988_028515|3300045988|Ga0495776_182993: 12,330-20,558 (+)

holin (CDS_0024)
HEase_00016 homing (CDS_0019) 21 22 23 | 27

——— - —
IMGVR_UViG_3300045988_013587|3300045988|Ga0495776_012695: 11,589-20,525 (+)

tail length tape measure protein (CDS_0026) head protein (CDS_0029)
21 22 23 24 25 I 27 28 30 8il, 32 holin (CDS_0033)

|
MGV-GENOME-0311573:12,708-28,975 (+)
endolysin (CDS_0022)
21

N
[

|
!
|
i

SAMNO09781790 a1 ct38190: 11,961-20,641 (+)
21 endolysin (CDS_0022) 27 3132 anti-restriction protein

L~ A ————

uvig_200619:14,929-21,556 (+)
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head and packaging lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (PADLOC)
— L]




