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SAMNO5827164 al_ct3860_vs1: 11,270-20,456 (+)
holin (CDS_0020) 21

SRS149328_a1_ct16045_vs01:11,313-19,464 (+)
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SRS143037_a1_ct32149 vs01:8,279-18,581 (+)
holin (CDS_0020) 21 22 23 endolysin (CDS_0024) transcriptional activator (CDS_0025)
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SAMEA2737796_a1_ct56898 vs1:11,270-22,707 (+)

endolysin (CDS_0024)
holin (CDS_0020) 21 22 23 transcriptional activator (CDS_0025)

MGV-GENOME-0161470:11,278-22,015 (+)
holin (CDS_0020) 21 22 23 endolysin (CDS 0024) 25

MGV-GENOME-0168514:11,313-22,989 (+)

MTase_II_00058 Type (CDS_0025)
holin (CDS_0020) 21 22 23 endolysin (CDS_0024) 26 27 28 transcriptional activator (CDS_0029)
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SAMEA2579908_al ct5269 vs1:11,314-25,219 (+)

RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0025)
holin (CDS_0020) 21 22 23 endolysin (CDS_0024) 26 27 transcriptional activator (CDS_0028)
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uvig 443954 :11,300-25,147 (+)

holin (CDS_0020) 21 22 23 endolysin (CDS_0024) 25 26 27

MGV-GENOME-0173659:11,269-23,719 (+)
holin (CDS_0020) 21 22 23 endolysin (CDS_0024) 25

MGV-GENOME-0171422:11,311-23,397 (+)
DNA binding protein (CDS_0030)
endolysin (CDS_0024) 27
holin (CDS_0020) 21 22 23 2526T28 29 31 32 transcriptional activator (CDS_0033)
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uvig_412599:11,278-24,687 (+)

DNA binding protein (CDS_0025)

endolysin (CDS_0024)
holin (CDS_0020) 21 22 23 26 27 28
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MGV-GENOME-0172264:11,278-23,512 (+)
anti-CRISPR-Cas (AcrllA31) (CDS_0025) retron_type_VI_hth_cluster2_1 (CDS_0029)
endolysin (CDS_0024) superinfection exclusion (CDS_0027)
holin (CDS_0020) 21 22 23 26 28 | 30 31
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SRS020400_a1_ct14632 vs1:11,312-26,414 (+)
DNA binding protein (CDS_0027)
endolysin (CDS_0024)
holin (CDS_0020) 21 22 23 25 26 28 29 30 31 transcriptional activator (CDS_0032)
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uvig_172963:11,313-25 761( )

endolysin (CDS_0022)
endonsm(CDS 0021) MTase_II_00015 Type (CDS_0025)
holin (CDS_0020) | 2324 26

ENEE  — —
MGV-GENOME-0161517:11,314-22 021( )

17 18 22 232425 26 transcriptional activator (CDS_0027)

I

MGV-GENOME-0161803:9,224-22,061 (+)
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DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)
— L]

defence (PADLOC) anti-defence (dbAPIS)




