baseplate wedge subunit (CDS_0018)
Rz-like spanin (CDS_0013) baseplate protein (CDS_0019)
11 12 14 15 16 17 | 20 tail protein (CDS_0021) 22 23

|
|
|

——
IMGVR_UViG_3300011675_000018|3300011675|Ga0122100_10041[4112-53428: 12,566-21,440 (+)

PDC-S31_WP_151888418.1 (CDS_0018)

IMGVR_UViG_3300013853_000015|3300013853]/Ga0121600_100032|13808-55716:12,336-21,214 (+)
19 tail fiber protein (CDS_0024) tail fiber assembly protein (CDS_0025)

| e
IMGVR_UViG_3300012248_000009|3300012248|Ga0121556_100061|424-34013: 11,889-23,204 (+)
Gao_Ape__ApeA (CDS_0019) tail protein (CDS_0024) 25

[
IMGVR _UVIG_2926084125_000004|2926084125]2926084127|25908-62160: 12,270-21,514 (+)
Thoeris_|_ThsA_new_grand (CDS_0017)
| oo el oo oot T T —~————] I
IMGVR_UVIG_2924376464_000003|292437646412924376483|431725-470563: 12,738-21,409 (+)

tail fiber assembly protein (CDS_0023)
Effector_00083 Endonuclease (CDS_0017) O-acetyltransferase (CDS_0024)

E

IMGVR_UViG_3300027606_000237|3300027606|Ga0209370_1000345|38065-71878: 11,916-22,064 (+)
17 23 O-acetyltransferase (CDS_0024)

E

IMGVR_UViG_2675903011_000006|2675903011|2675919935|55922-91711: 11,352-21,551 (+)
Effector_00083 Endonuclease (CDS_0018) tail fiber protein (CDS_0023) 24

)
IMGVR_UViG_2724678966_000001|2724678966|2724686838|181169-220329: 11,465-20,526 (+)
18 tail fiber protein

IMGVR_UViG_2775507056_000009|2775507056]2775537423|107101-150279: 12,542-18,119 (+)

endolysin (CDS_0016) 20 tail protein (CDS_0025) tail fiber assembly protein (CDS_0026)
e I
IMGVR_UViG_3300036825_000030|3300036825|Ga0376697_0000167: 12,315-21,086 (+)
25 tail fiber protein (CDS_0030) tail fiber assembly protein (CDS_0031)

IMGVR_UViG_2690315762_000009|2690315762|2690320405[4657016-4694312: 15,572-24,043 (+)
20 O-acetyltransferase (CDS_0026)

I
IMGVR_UVIG_2576861468_000002|2576861468|2576889508|417964-452111:12,764-21,974 (+)
PDC-549 WP_158683048.1 (CDS_0018) 24

IMGVR_UViG_2639763135_000003|2639763135]2639846012(118670-156852: 11,640-20,147 (+)
18

IMGVR_UViG_2660237975_000002|2660237975|2660244769|583360-619587:11,173-18,957 (+)
18

IMGVR_UViG_3300011475_000008|3300011475/Ga0121614_100004(172372-210481: 12,022-20,167 (+)
PDC-S31_WP_151888418.1 (CDS_0020)

IMGVR_UViG_3300048922_000473|3300048922|Ga0496119_0000610|11628-47844:13,600-22,265 (+)
PDC-559 WP_173620398.1 (CDS_0017)

I ——
TemPhD_cluster_37988:11,384-20,528 (+)

20

EE—" —
TemPhD_cluster_26267:12,344-21,030 (+)

[y
el

IMGVR_UViG_3300048929_000809|3300048929|Ga0496126_0000385[46190-83634:12,684-21,212 (+)
PDC-S15_WP_009831833.1 (CDS_0018)
e R

[N
o
N
w

N
IMGVR_UViG_2929116821_000001(2929116821|2929116821|67641-102642: 11,212-19,408 (+)
tail fiber assembly protein (CDS_0028)

22 DNA binding protein (CDS_0029)

I S . Q—E
TemPhD_cluster_61703:14,959-25,593 (+)

16  Menshen_NsnA (CDS_0017)
| 1 e 5 . I N
TemPhD_cluster_51562:11,135-21,714 (+)

22 27 tail fiber assembly (CDS_0028)

| [

I
TemPhD_cluster_62582:13,222-22,744 (+)
PDC-531_WP_151888418.1 (CDS_0018)

E

IMGVR_UViG_3300031370_000023|3300031370|Ga0302349_1000751: 11,409-21,249 (+)
18

EE——
TemPhD_cluster_17023:12,787-22,515 (+)
13 18 PDC-S31_WP_151888418.1 (CDS_0019)

E

IMGVR_UViG_3300015613 000324|3300015613]Ga0183339_1090671: 13,199-23,238 (+)
Gao_Ape__ApeA (CDS_0017) 22 23 integrase (CDS_0024)

e ——
uvig_590509:11,166-20,021 (+)

[N
o

IMGVR_UViG_2847550744_000005|2847550744|2847550744(3094176-3127720:12,772-18,016 (+)
18 tail protein (CDS_0022) head closure (CDS_0026)

——
TemPhD_cluster_38076: 11,319-20,433 (+)

N
o
N
o

i

———
IMGVR_UViG_2937418609_000002|2937418609|2937418627|44049-77189:12,057-21,530 (+)

PDC-535_WP_069988849.1 (CDS_0019)
20 22 tail protein (CDS_0028)

[ ]
IMGVR_UViG_3300036817_000493|3300036817|Ga0376687_0000029|36778-71574:12,326-23,369 (+)

i@
i

IMGVR_UViG_3300011895_000035|3300011895/Ga0121009_100041|25852-60010: 12,645-23,390 (+)
PDC-S31_WP_151888418.1 (CDS_0018) tail fiber protein (CDS_0023) tail protein (CDS_0024)

IMGVR_UViG_3300011703_000034|3300011703]|Ga0121537_100012[141594-176184: 12,337-22,487 (+)

baseplate protein (CDS_0020)
16 19 tail protein (CDS_0021)

I I R
IMGVR_UViG_3300027718_000162|3300027718|Ga0209795_10000039|56967-94325:11,925-21,840 (+)
9 10 11 12 15 16

N
o

e e e e B——
TemPhD_cluster_62339:9,302-17,177 (+)

[
el

endolysin (CDS_0014) 15

TemPhD_cluster_37705_:8,837-16,712 (+)

endolysin (CDS_0014) 18
I S S . B D E——
TemPhD_cluster_43585:9,436-16,798 (+)

14  Rz-like spanin (CDS_0015)
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holin (CDS_0013) 15

TemPhD_cluster_22856:9,595-16,409 (+)
Effector_00083 Endonuclease (CDS_0022)
major head protein (CDS_0011) 16 17 endolysin (CDS_0018)

TemPhD_cluster_62329:10,451-18,264 (+)
endolysin (CDS_0016) Rz-like spanin (CDS_0017) baseplate assembly protein (CDS_0020)

TemPhD_cluster_62635_:11,223-17,612 (+)
endolysin (CDS_0015) 16

-
o

TemPhD_cluster_22006: 11,348-18,659 (+)
endolysin (CDS_0015) Rz-like spanin (CDS_0016)

i

TemPhD_cluster_62487:11,597-17,390 (+)
endolysin (CDS_0013) Rz-like spanin (CDS_0014) 17

!

TemPhD_cluster_44240: 8,245-15,509 (+)
Rz-like spanin (CDS_0016)
endolysin (CDS_0015) PDC-549_WP_158683048.1 (CDS_0019)

E#

TemPhD_cluster_62801_:9,913-17,574 (+)
endolysin (CDS_0017) Rz-like spanin (CDS_0018)

TemPhD_cluster_43541:11,299-18,138 (+)
Paris_|__AriB_DUF4435_|__AriB_DUF4435_|_ali (CDS_0023)
endolysin (CDS_0019) Rz-like spanin (CDS_0020) Paris_|I__AriA_AAA15__AriA_AAA15_ali (CDS_0024)

TemPhD_cluster_37396_:11,356-19,311 (+)
endolysin (CDS_0014) Rz-like spanin (CDS_0015) baseplate assembly protein (CDS_0019)

TemPhD_cluster_37616_:9,962-18,221 (+)
endolysin (CDS_0016) 17 Rz-like spanin (CDS_0018)

1
TemPhD_cluster_12520: 10,486-16,277 (+)
endolysin (CDS_0016) 17 Rz-like spanin (CDS_0018)

TemPhD_cluster_62782_:10,214-18,169 (+)

[y
v

TemPhD_cluster_17027:10,291-17,109 (+)

[N
w

TemPhD_cluster_51898: 9,940-15,728 (+)

14 18
I R S I —— e —
TemPhD_cluster_63066_:10,107-16,758 (+)

15 19

TemPhD_cluster_51492:9,937-17,402 (+)

[N
o

TemPhD_cluster_51882:10,170-15,910 (+)

[N
E

TemPhD_cluster 20663:10,101-16,924 (+)
18 19

I S —
TemPhD_cluster_51869: 10,895-16,685 (+)
15

=
o
= |

[oe]

e
IMGVR_UViG_2541047659_000003|2541047659|2541162107|56640-92160:10,737-17,012 (+)

15 Rz-like spanin (CDS_0016)

TemPhD_cluster_19965:11,516-17,304 (+)

[y
v
=
o]

TemPhD_cluster_15742:9,549-16,199 (+)

[y
w

TemPhD_cluster_16646:10,741-15,638 (+)
14

TemPhD_cluster_28316:9,968-15,786 (+,
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TemPhD_cluster_51381:10,297-17,351 (+)
endolysin (CDS_0016)
“Jendolysin (CDS_0017)

I E—
TemPhD_cluster_44010: 10,229-15,043 (+)

endolysin (CDS_0015)

IMGVR_UViG_3300029160_000050|3300029160/Ga0120251_10087|9838-46937:9,483-15,477 (+)

-
w

\MGVR_UViG_2872649224_OOOOO1|287-2649224\2872649224|258883272625206: 11,163-16,055 (+)
4000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
— I L]




