
TemPhD_cluster_18125: 23,639-31,509 (+)

27 28 tail protein (CDS_0029) 30 31 32 33 34 35 36 37 38 39 40

TemPhD_cluster_62747_: 22,289-30,164 (+)

31
integrase (CDS_0032)

transcriptional regulator (CDS_0033)

34

TemPhD_cluster_20638: 23,659-31,561 (+)

32 33 34 35 36

TemPhD_cluster_51422: 23,620-31,521 (+)

32 33 34 35

TemPhD_cluster_17297: 24,393-32,295 (+)

36 37 38 39

TemPhD_cluster_43512: 24,403-32,278 (+)

33 34
transcriptional regulator (CDS_0035)

36

TemPhD_cluster_22032: 22,008-30,479 (+)

31 32 33 34 35 40

TemPhD_cluster_51470: 23,077-31,362 (+)

29 33 35 36 37 38

TemPhD_cluster_43718: 22,135-30,658 (+)

31 32
transcriptional regulator (CDS_0033)

34

TemPhD_cluster_28277: 22,290-30,940 (+)

31
integrase (CDS_0032)

transcriptional regulator (CDS_0033)

34 39

IMGVR_UViG_2917388219_000004|2917388219|2917388219|2177672-2214056: 25,588-34,217 (+)

35 36 37 38
transcriptional regulator (CDS_0039)

40

IMGVR_UViG_2875658422_000004|2875658422|2875658422|2595450-2630408: 24,703-32,792 (+)

32 33 34 35 36

IMGVR_UViG_2917328164_000003|2917328164|2917328164|2751277-2788525: 25,592-35,178 (+)

transposase (CDS_0036) 37 38 39 40 41

IMGVR_UViG_2913097827_000002|2913097827|2913097827|1343961-1380405: 25,588-35,052 (+)

34 35 36 37 38 39 44

TemPhD_cluster_43717: 23,149-31,836 (+)

33 34
transcriptional regulator (CDS_0035)

36 37 38

IMGVR_UViG_2731957933_000003|2731957933|2732027293|567970-605933: 25,992-34,482 (+)

34
tail protein (CDS_0035)

38 39 40 41 42

TemPhD_cluster_37320_: 22,282-34,440 (+)

28 29 35
integrase (CDS_0036)

transcriptional regulator (CDS_0037)

38

TemPhD_cluster_37131_: 25,851-35,114 (+)

34 35
integrase (CDS_0036)

transcriptional regulator (CDS_0037)

38 40 41 42

IMGVR_UViG_2825532219_000001|2825532219|2825532219|450264-485222: 23,220-31,019 (+)

34 36 37
transcriptional regulator (CDS_0038)

39 40

IMGVR_UViG_2870449401_000007|2870449401|2870449401|4161866-4197283: 23,659-31,241 (+)

32

transcriptional regulator (CDS_0033)
transcriptional regulator (CDS_0034)

35

IMGVR_UViG_2880319907_000008|2880319907|2880319907|4216977-4252163: 23,368-31,346 (+)

33 34

transcriptional regulator (CDS_0035)
37

38

TemPhD_cluster_24920: 23,692-32,248 (+)

32 integrase (CDS_0034)
transcriptional regulator (CDS_0035)

transcriptional regulator (CDS_0036)

TemPhD_cluster_62222: 23,220-31,394 (+)

35 36
transcriptional regulator (CDS_0037)

38 39

TemPhD_cluster_51042: 25,502-33,319 (+)

36 37
transcriptional regulator (CDS_0038)

39

TemPhD_cluster_23816_: 23,635-31,631 (+)

integrase (CDS_0032) 33 34 35

TemPhD_cluster_43763: 23,692-31,676 (+)

32 33
Arc-like repressor (CDS_0034)

35 36

TemPhD_cluster_62235: 23,693-32,194 (+)

32 33
Arc-like repressor (CDS_0034)

35 37

TemPhD_cluster_30468: 23,635-31,493 (+)

integrase (CDS_0033) 34 35

TemPhD_cluster_30500: 22,290-30,492 (+)

integrase (CDS_0031) 32 33

TemPhD_cluster_62700_: 23,692-31,942 (+)

integrase (CDS_0032) 33 34 35

TemPhD_cluster_24916: 22,290-31,011 (+)

integrase (CDS_0031) 32 33 35 36

TemPhD_cluster_43567: 25,249-33,130 (+)

33 34
Arc-like repressor (CDS_0035)

36 37

TemPhD_cluster_43784: 23,548-31,539 (+)

32 33
Arc-like repressor (CDS_0034)

35 36

TemPhD_cluster_51276: 24,122-32,114 (+)

33 34 35 36 37

TemPhD_cluster_62386: 23,692-31,680 (+)

31 32 33 34

TemPhD_cluster_16417: 23,236-31,113 (+)

31 33 34 35 36

TemPhD_cluster_62383: 20,183-30,961 (+)

30

TemPhD_cluster_62435: 20,184-30,980 (+)

30

TemPhD_cluster_62451: 20,143-31,443 (+)

30

TemPhD_cluster_43631: 23,260-31,451 (+)

32 33 34 35

TemPhD_cluster_62410: 23,762-31,826 (+)

33 34 35 36

TemPhD_cluster_22859: 23,077-31,662 (+)

integrase (CDS_0035) 36 37 38

TemPhD_cluster_50802: 24,820-33,566 (+)

33 34 35

TemPhD_cluster_43584: 23,292-31,675 (+)

32 33 34 35

TemPhD_cluster_62848_: 22,864-31,326 (+)

35 36 37

TemPhD_cluster_51855: 22,864-31,847 (+)

35 36 37

TemPhD_cluster_62975_: 22,281-31,251 (+)

34 35 36 40

TemPhD_cluster_62207: 23,772-32,230 (+)

36 37 38

TemPhD_cluster_21246: 23,685-32,377 (+)

35 36 37 38 39 40

TemPhD_cluster_37315_: 24,598-33,484 (+)

integrase (CDS_0036) 37 38 39 40 41 42

TemPhD_cluster_51344: 23,380-32,150 (+)

33 34 35 36 37

TemPhD_cluster_51134: 23,489-33,154 (+)

32 33 34 35 36 37 38

4000 nt

connector integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function


