
TemPhD_cluster_50594: 34,846-38,331 (+); 1-12,653 (+)
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head scaffolding protein (CDS_0010)

11
terminase small subunit (CDS_0012)

46 47 48
oMTase_00018 orphan (CDS_0049)

50 51

TemPhD_cluster_50802: 33,865-37,563 (+); 1-12,566 (+)

3 4 545

TemPhD_cluster_62299: 31,789-35,487 (+); 1-11,163 (+)

3 4

TemPhD_cluster_37662_: 31,094-34,693 (+); 1-9,880 (+)

3

TemPhD_cluster_37315_: 33,472-37,167 (+); 1-11,085 (+)

3 4 5

TemPhD_cluster_43383: 32,830-36,429 (+); 1-10,583 (+)

3 4

TemPhD_cluster_50795: 34,118-37,603 (+); 1-11,593 (+)

3

TemPhD_cluster_62402: 31,392-35,087 (+); 1-10,753 (+)

3 4 5

TemPhD_cluster_51548: 30,788-34,486 (+); 1-10,162 (+)

3 4

TemPhD_cluster_20645: 31,400-34,402 (+); 1-10,774 (+)

3 4 548

TemPhD_cluster_20574: 33,919-37,425 (+); 1-10,747 (+)

3 4

TemPhD_cluster_37320_: 33,907-37,147 (+); 1-10,733 (+)

2 4 5

TemPhD_cluster_51442: 32,789-34,950 (+); 1-10,713 (+)

3 4

TemPhD_cluster_62410: 31,569-35,063 (+); 1-10,786 (+)

3 443

TemPhD_cluster_37562_: 31,616-35,559 (+); 1-8,632 (+)

2

TemPhD_cluster_20613: 32,525-35,361 (+); 1-10,306 (+)

5 9 10

TemPhD_cluster_37612_: 32,518-34,992 (+); 1-10,305 (+)

terminase large subunit (CDS_0005)

TemPhD_cluster_14205: 33,864-36,974 (+); 1-11,754 (+)

3 4 547 48

TemPhD_cluster_51322: 33,248-35,419 (+); 1-11,142 (+)

3 446

TemPhD_cluster_61883: 33,297-37,049 (+); 1-11,145 (+)

3 446

TemPhD_cluster_62363: 31,695-35,214 (+); 1-11,195 (+)

RosmerTA__RmrT_2585209417 (CDS_0003) RosmerTA__RmrA_2585209417 (CDS_0004)
phosphoadenosine phosphosulfate reductase (CDS_0047)

TemPhD_cluster_43717: 31,061-34,174 (+); 1-10,756 (+)

3 4 5

TemPhD_cluster_37833: 30,457-33,567 (+); 1-10,162 (+)

3 4

TemPhD_cluster_43716: 31,061-34,174 (+); 1-11,348 (+)

3 4 5 8 9

TemPhD_cluster_62425: 31,518-35,012 (+); 1-10,774 (+)

3 4 5

TemPhD_cluster_30497: 31,049-34,447 (+); 1-11,349 (+)

3 4 5 portal protein (CDS_0006) baseplate hub

TemPhD_cluster_37131_: 35,111-38,209 (+); 1-11,080 (+)

3 4 551

TemPhD_cluster_51344: 32,138-35,327 (+); 1-11,085 (+)

3 4 5

TemPhD_cluster_28196: 31,355-34,987 (+); 1-10,473 (+)

3 4

TemPhD_cluster_22858: 30,884-34,378 (+); 1-10,100 (+)

3 4 5 6

TemPhD_cluster_22859: 30,447-34,378 (+); 1-10,100 (+)

3 4 5 642

TemPhD_cluster_26260: 30,882-34,376 (+); 1-10,979 (+)

3 4 5 6 head scaffolding protein (CDS_0010)

TemPhD_cluster_51264: 31,966-35,664 (+); 1-10,713 (+)

3 4 5 6 8

TemPhD_cluster_62320: 32,301-35,411 (+); 1-10,777 (+)

3 4 5 6

TemPhD_cluster_17680: 32,291-35,422 (+); 1-10,768 (+)

3 4 5 6

TemPhD_cluster_17297: 32,292-35,690 (+); 1-10,768 (+)

3 4 5 6

TemPhD_cluster_43520: 31,855-35,682 (+); 1-10,768 (+)

3 4 5 6

TemPhD_cluster_51042: 33,062-36,643 (+); 1-11,376 (+)

3 4 5 6 7

IMGVR_UViG_2825532219_000001|2825532219|2825532219|450264-485222: 1-10,099 (+)

3 4 5 6

TemPhD_cluster_62222: 32,184-35,643 (+); 1-9,946 (+)

1 3 4 5 650 51

TemPhD_cluster_51198: 32,135-35,967 (+); 1-10,488 (+)

3 4

TemPhD_cluster_51197: 32,135-35,967 (+); 1-9,629 (+)

3 4

TemPhD_cluster_62160: 32,795-36,007 (+); 1-9,636 (+)

3 4

TemPhD_cluster_43512: 33,286-35,729 (+); 1-10,744 (+)

3 449

IMGVR_UViG_2917328164_000003|2917328164|2917328164|2751277-2788525: 1-10,693 (+)

3 4 5

IMGVR_UViG_2913097827_000002|2913097827|2913097827|1343961-1380405: 1-10,691 (+)

3 4

IMGVR_UViG_2579778882_000004|2579778882|2579827752: 1-11,622 (+)

3 4 terminase large subunit (CDS_0007) terminase large subunit (CDS_0008)

IMGVR_UViG_2731957933_000003|2731957933|2732027293|567970-605933: 1-12,654 (+)

3 4 5 6

IMGVR_UViG_2909241302_000004|2909241302|2909241302|1848206-1886164: 1-12,654 (+)

3 4 5 6 7

IMGVR_UViG_2636415722_000004|2636415722|2636451488|4988-40886: 1-11,934 (+)

3 4 5

6000 nt

DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)

defence (PADLOC)


