
TemPhD_cluster_51462: 30,334-34,863 (+); 1-8,431 (+)

1 2 3 4 5
head scaffolding protein (CDS_0006)

739 40 41 42 43
oMTase_00018 orphan (CDS_0044)

45 46 47 48

IMGVR_UViG_2870449401_000007|2870449401|2870449401|4161866-4197283: 30,534-35,416 (+)

45 46 transcriptional regulator (CDS_0047)

TemPhD_cluster_37131_: 34,404-38,209 (+); 1-9,100 (+)

nicking at origin of replication (CDS_0001) 3 4 5 terminase large subunit (CDS_0007)51 52

TemPhD_cluster_51344: 31,189-35,327 (+); 1-9,099 (+)

hydrolase (CDS_0046) 47 48

TemPhD_cluster_28196: 30,651-34,987 (+); 1-8,487 (+)

43 45 DNA methyltransferase (CDS_0046)

TemPhD_cluster_61883: 32,593-37,049 (+); 1-9,156 (+)

3 446 47

TemPhD_cluster_22030: 29,598-34,147 (+); 1-7,587 (+)

43 44

TemPhD_cluster_20645: 30,451-34,402 (+); 1-8,788 (+)

3 446 47 48

TemPhD_cluster_14205: 33,160-36,974 (+); 1-9,768 (+)

47 48

TemPhD_cluster_51322: 32,544-35,419 (+); 1-9,156 (+)

46

TemPhD_cluster_62363: 30,991-35,214 (+); 1-9,209 (+)

RosmerTA__RmrT_2585209417 (CDS_0003) RosmerTA__RmrA_2585209417 (CDS_0004)46
phosphoadenosine phosphosulfate reductase (CDS_0047)

TemPhD_cluster_43716: 30,342-34,174 (+); 1-7,774 (+)

41 47 48

TemPhD_cluster_43717: 30,342-34,174 (+); 1-8,767 (+)

46 47

TemPhD_cluster_37833: 29,753-33,567 (+); 1-8,176 (+)

45 46

TemPhD_cluster_30465: 30,786-35,335 (+); 1-6,530 (+)

45 46 DNA methyltransferase (CDS_0047)

TemPhD_cluster_37580_: 30,936-35,286 (+); 1-6,527 (+)

45 46 DNA methyltransferase (CDS_0047)

TemPhD_cluster_62446: 30,365-34,920 (+); 1-6,530 (+)

46 47 48

TemPhD_cluster_43556: 30,809-35,358 (+); 1-6,531 (+)

46 47 DNA methyltransferase (CDS_0048)

TemPhD_cluster_43734: 29,522-34,070 (+); 1-6,530 (+)

44 45 DNA methyltransferase (CDS_0046)

TemPhD_cluster_20649: 29,598-34,148 (+); 1-6,594 (+)

44 45

TemPhD_cluster_22029: 29,598-34,147 (+); 1-6,594 (+)

44 45

TemPhD_cluster_62848_: 30,365-33,231 (+); 1-6,530 (+)

46

TemPhD_cluster_62160: 31,846-36,007 (+); 1-7,534 (+)

3 4hydrolase (CDS_0047) 48 49

TemPhD_cluster_43512: 31,571-35,729 (+); 1-8,642 (+)

3 4

nucleoside 2-deoxyribosyltransferase (CDS_0046)

47 48
49

TemPhD_cluster_62710_: 30,917-33,789 (+); 1-6,531 (+)

45

TemPhD_cluster_21269: 30,741-33,786 (+); 1-6,530 (+)

40 45

TemPhD_cluster_23816_: 30,924-35,023 (+); 1-6,531 (+)

45 DNA methyltransferase (CDS_0046)

TemPhD_cluster_62306: 30,918-35,458 (+); 1-6,533 (+)

hydrolase (CDS_0046) 47 phosphoadenosine phosphosulfate reductase (CDS_0048)

TemPhD_cluster_20638: 30,854-34,668 (+); 1-6,551 (+)

46 47

TemPhD_cluster_28277: 29,038-33,648 (+); 1-6,530 (+)

36 42 DNA methyltransferase (CDS_0043)

TemPhD_cluster_37320_: 32,958-37,147 (+); 1-9,624 (+)

246 DNA methyltransferase (CDS_0047)

TemPhD_cluster_62320: 31,597-35,411 (+); 1-4,789 (+)

3 4 5 649 50

TemPhD_cluster_17680: 31,587-35,422 (+); 1-4,780 (+)

49 50

TemPhD_cluster_62222: 30,433-35,643 (+); 1-7,844 (+)

148 49 50 51

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


