anaerobic ribonucleotide reductase small subunit (CDS_0074)
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0069)  anaerobic ribonucleoside reductase large subunit (CDS_0075) ADP-ribosylglycohydrolase (CDS_0079)
DNA methyltransferase (CDS_0068) guanylate kinase (CDS_0076)
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RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0072)
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IMGVR_UViG_3300045988_128026|3300045988|Ga0495776_155648: 64,586-72,607 (+)
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IMGVR_UViG_3300029887_000157|3300029887|Ga0245331_1000097:56,282-66,461 (+)
74 75 Tad2 anti-Thoeris (APIS029) (CDS_0081)
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MGV-GENOME-0377283:67,389-75,097 (+)
70 anaerobic ribonucleoside reductase large subunit (CDS_0072)
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IMGVR_UViG_3300045988_131791|3300045988|Ga0495776_186561:57,478-64,850 (+)
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IMGVR_UViG_3300045988_134824|3300045988|Ga0495776_159915:52,931-61,893 (+)

anaerobic ribonucleoside reductase large subunit (CDS_0062)
HNH endonuclease (CDS_0059) RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0069)
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




