
MGV-GENOME-0377448: 34,321-59,752 (+)
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IMGVR_UViG_2910903598_000005|2910903598|2910903622|51083-209711: 33,670-56,207 (+)

virion structural protein (CDS_0034) 35

36
37

38

holin (CDS_0039)
endolysin (CDS_0040)

41
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44 45

excisionase (CDS_0046)

47

MGV-GENOME-0377283: 32,257-56,372 (+)

tail protein (CDS_0031) 32 33
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holin (CDS_0037)
endolysin (CDS_0038)
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43 44

tRNA-Trp(CCA)
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OTU_56: 31,449-54,227 (+)

tail protein (CDS_0030)
tail protein (CDS_0031)

32
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holin (CDS_0036)
endolysin (CDS_0037)
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MGV-GENOME-0377459: 32,515-54,977 (+)

tail protein (CDS_0034) 35 36
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holin (CDS_0040)
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excisionase (CDS_0048)

49

IMGVR_UViG_3300045988_128026|3300045988|Ga0495776_155648: 31,942-55,888 (+)

tail protein (CDS_0031)
virion structural protein (CDS_0032)

transposase (CDS_0033)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0034)

cas12f2_V-F_3 (CDS_0035)

36

37
38

39

holin (CDS_0040)

homing endonuclease (CDS_0041)
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44

4546

IMGVR_UViG_3300045988_128837|3300045988|Ga0495776_159879: 34,400-56,507 (+)

tail protein (CDS_0035)
tail protein (CDS_0036)
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38
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42 4344
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excisionase (CDS_0046)

47

MGV-GENOME-0379477: 14,661-50,789 (+)

tail length tape measure protein (CDS_0019)

20
21

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0022)

23 24 tail protein (CDS_0027) 28 29

30
31

32

holin (CDS_0033)
restriction endonuclease (CDS_0034)

3536 37

OTU_31: 18,730-54,817 (+)

tail length tape measure protein (CDS_0022) virion structural protein (CDS_0030) 31

32
33

34

holin (CDS_0035)
endolysin (CDS_0036)

3738
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40 41

excisionase (CDS_0042)
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IMGVR_UViG_3300029887_000157|3300029887|Ga0245331_1000097: 34,366-49,826 (+)

tail protein (CDS_0036)
tail protein (CDS_0037)

38

excisionase (CDS_0039)

40

IMGVR_UViG_3300045988_131791|3300045988|Ga0495776_186561: 32,744-44,299 (+)

tail protein (CDS_0031)
32

33

excisionase (CDS_0034)

35

IMGVR_UViG_3300045988_125498|3300045988|Ga0495776_119898: 29,156-45,672 (+)

tail protein (CDS_0030)
tail protein (CDS_0031)

32 33

uvig_170031: 31,187-92,120 (+)

tail protein (CDS_0031) 32 33

34
35

36

holin (CDS_0037)
endolysin (CDS_0038)

39
40

41
42

43 44 45 46 47
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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0052)

53 54
nuclease (CDS_0055)

56

Streptococcal enolase (VF1060) (CDS_0057)

58

Sigma L (VF0855) (CDS_0059)
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65

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0066)

67
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69 70

esterase/lipase (CDS_0071)

72 73 74

Streptococcal plasmin receptor/GAPDH (VF1042) (CDS_0075)

76 77 78 79
80
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20000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)

tRNA tmRNA pseudogene


