HNH endonuclease (CDS_0060) DNA methyltransferase (CDS_0074)
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MGV-GENOME-0377459:55,236-65,334 (+)
54 55 56 5960 61 62 63

IMGVR_UViG_3300045988_113120|3300045988|Ga0495776_180954: 55,801-65,358 (+)
SspBCDE_ SspD_2 (CDS 0064)
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S I S S —
MGV GENOME- 0377283 56,631-67,706 (+)
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MGV-GENOME-0379477:51,048-60,767 (+)

53 60 61 6263 64 65 Druantia_ll_DruM (CDS_0070)

IMGVR_UViG_2910903598_000005|2910903598|2910903622|51083-209711:56,207-66,564 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0049)
37 38 3940 41 42 43 44 48 50 52
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MGV-GENOME-0372990: 24,351-34,558 (+)
58 59 6061 62 63 64 68
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OTU_56:54,486-65,473 (+)
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MGV-GENOME-0377604: 23,003-32,905 (+)
61 62 63 64 70 71
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MGV-GENOME-0377448:59,752-68,950 (+)

62 63 64 65 66 67 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0072)
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IMGVR_UViG_3300045988_128026|3300045988|Ga0495776_155648:56,268-68,711 (+)
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IMGVR_UViG_3300045988_125498|3300045988|Ga0495776_119898:45,672-51,999 (+)
47 48 49 5253 54 55 57 60 anaerobic ribonucleotide reductase small subunit (CDS_0061)
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IMGVR_UViG_3300045988_134824[3300045988|Ga0495776_159915:50,888-58,091 (+)
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