QuekE-like radical SAM domain (CDS_0014)
QueC_00001 QueC (CDS_0017)

Dpd__FolE (CDS_0019) anaerobic ribonucleotide reductase small subunit (CDS_0023)
queuine tRNA-ribosyltransferase (CDS_0020)
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anaerobic ribonucleotide reductase small subunit (CDS_0023)
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uvig 475771:9,275-22,484 (+)
anaerobic ribonucleotide reductase small subunit (CDS_0024)
queuine tRNA-ribosyltransferase (CDS_0021) phosphoesterase (CDS_0025)
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uvig 357533:9,219-22,847 (+)
anaerobic ribonucleotide reductase small subunit (CDS_0023)
queuine tRNA-ribosyltransferase (CDS_0020) phosphoesterase (CDS_0024)
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HNH endonuclease (CDS_0019)
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MGV-GENOME-0357294:9,954-23,513 (+)
queuine tRNA-ribosyltransferase (CDS_0023)
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queuine tRNA-ribosyltransferase (CDS_0083) 90
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anaerobic ribonucleotide reductase small subunit (CDS_0088)
queuine tRNA-ribosyltransferase (CDS_0085) phosphoesterase (CDS_0089)
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uvig 186447:62,400-75,119 (+ )
anaerobic ribonucleotide reductase small subunit (CDS_0088)
queuine tRNA-ribosyltransferase (CDS_0085)
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MGV-GENOME-0357292: 62, 4OO 74,449 (+)

queuine tRNA-ribosyltransferase (CDS_0023)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
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