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uvig_178748: 17,613-29,392 (+)

endolysin (CDS_0025) 26 27 28 29 30 MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0031)

MGV-GENOME-0275877: 17,647-28,466 (+)

endolysin (CDS_0025) 26 27 28 29 30 31

uvig_174368: 17,572-27,695 (+)
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uvig_60139: 17,587-26,376 (+)

endolysin (CDS_0025) 26 27 28 29
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SAMEA2737717_a1_ct17823: 17,604-26,300 (+)
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IMGVR_UViG_3300045988_047204|3300045988|Ga0495776_110732: 17,604-26,466 (+)

endolysin (CDS_0025) 26 27 28 29

OTU_2272: 17,592-26,549 (+)

endolysin (CDS_0025) 26 27 28 29

IMGVR_UViG_3300029204_000009|3300029204|Ga0168686_100603: 17,579-29,217 (+)

endolysin (CDS_0025) 26 27 28 29 30 31 32 38

MGV-GENOME-0273006: 17,579-28,189 (+)

endolysin (CDS_0025) 26 27 28 29 30 31

uvig_320275: 1-8,119 (-)

1234567endolysin (CDS_0008)

uvig_58202: 1-12,211 (-)
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DNA polymerase processivity factor (CDS_0002)

3
mads_3 (CDS_0004)
56789101112endolysin (CDS_0013)

IMGVR_UViG_3300045988_107969|3300045988|Ga0495776_149161: 17,629-30,303 (+)

endolysin (CDS_0025) 26 27 28 29 30 31 32 33 35 38 39

SRS143148_a1_ct10485_vs01: 1-12,402 (-)
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DNA polymerase processivity factor (CDS_0002)

3mads_3 (CDS_0004)567891011endolysin (CDS_0012)

uvig_71095: 17,573-24,391 (+)
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5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function defence (PADLOC) AMR (AMRFinderPlus) tRNA


