retron_type_VI_hth_cluster2_1 (CDS_0041)
40 42 43 44 45 46 47 48 49 50 51 52 53

. /" ¢ —— ;o § | O —
MGV-GENOME-0327601: 32,064-37,431 (+)
40 44 45 46 47

—— ———— —— - — ———————  ——— —————]
MGV-GENOME-0318698:28,471-35,105 (+)
34 37 40 46

I
uvig_353086:27,290-34,317 (+)
41 42 43 47

—
SAMNO00715156_b1_ct1:30,502-35,878 (+)

uvig_589775:30,222-35,020 (+)

L __J
MGV-GENOME-0326344:30,222-34,807 (+)
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unknown function defence (PADLOC)




