
IMGVR_UViG_3300009393_000225|3300009393|Ga0111010_1000127|2384-37349: 17,349-24,539 (+)

25
tail assembly chaperone (CDS_0026)

27 28 29 30 31
32

33 34 35 36
endonuclease (CDS_0037)

38 anti-CRISPR-Cas evasion by DNA repair (APIS154) (CDS_0039)

IMGVR_UViG_3300008493_000035|3300008493|Ga0111009_1000354: 16,749-24,753 (+)

tRNA-Leu(CAA) 30 31 32

IMGVR_UViG_3300008537_000008|3300008537|Ga0111051_100507: 14,032-24,000 (+)

tail protein (CDS_0019)
20 21 22 23 27 28 29 30 32 33 34

SRS043422_a1_ct28485_vs1: 14,260-24,437 (+)

21 22 28 29 30 31 35 36

SRS077568_a1_ct14858_vs1: 14,334-23,781 (+)

27 28

IMGVR_UViG_2657245671_000002|2657245671|2657327557|901698-941323: 14,616-28,106 (+)

27 28 29 REase_II_00057 Type (CDS_0030)
MTase_II_00085 Type (CDS_0031)

36 37

IMGVR_UViG_3300007979_000018|3300007979|Ga0114002_100349: 16,527-25,381 (+)

25 27 capH (CDS_0029) 30 32

IMGVR_UViG_3300008636_000021|3300008636|Ga0111420_100455: 16,527-25,442 (+)

capH (CDS_0029) 30

IMGVR_UViG_3300008406_000005|3300008406|Ga0115224_1000462: 16,514-24,212 (+)

capH (CDS_0028) 29 32 33

IMGVR_UViG_3300008098_000036|3300008098|Ga0114255_100473: 14,053-22,934 (+)

26 28 31

ivig_2594: 14,021-24,890 (+)

26
ABC-type heme transporter (VF0739) (CDS_0027)

ABC transporter (CDS_0028)

IMGVR_UViG_647533168_000003|647533168|647536977|576267-613165: 14,021-23,612 (+)

26 radical SAM domain-containing protein (CDS_0027)

uvig_297311: 14,008-25,824 (+)

26 27 28 30

SRS077322_a1_ct22670_vs1: 14,009-22,142 (+)

26

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) virulence (VFDB)

anti-defence (dbAPIS) tRNA


