46 47 48 49 50 51 52 53 54 55

IMGVR_UViG_3300006262_000017|3300006262|Ga0099523_1000099: 33,987-37,384 (+)

SRS057022_al_ ct3101 3B, 964 37,353 (+)
53 54

|

TemPhD_cluster_39628_:34,246-37,061 (+)
40 41 42 47 48 49

IMGVR_UViG_3300045988_080243|3300045988|Ga0495776_000840: 32,158-36,396 (+)
47 48

MGV-GENOME-0313103: 32,158-36,396 (+)
38 39 46 47 48

—— S S S —
SRS077300_a1_ct16929:30,609-35,257 (+)

42 43 49 50

site-specific recombination directionality factor RDF
54 55 56 57 |

MGV-GENOME-0311749:32,815-40473 (+)
43 45 49 50 51

IMGVR_UViG_3300008575_000341|3300008575/|Ga0111079_100253|70-51846: 34,274-38,533 (+)
50 51 54

MGV-GENOME-0311787:32,813-36,098 (+)

50 51 54
S SO g O g SO Sy GO g GO g W S
SRS075084_a1_ct33202_vs1:33,376-36,707 (+)
47 53

MGV-GENOME-0313858:33,364-36,579 (+)
49 50 53

—— — —
SAMEA2738158_b1 ct5:33,364-36,579 (+)

L {1

54 55

SRS017533_al ct17074 vs1:34,105-40,835 (+)
3000 nt i
integration and excision unknown function




