
MGV-GENOME-0313858: 29,636-35,823 (+)

35 36 37 38 39 40 41 42 43 44 45 46 47 48 49 50 51 52

SAMEA2738158_b1_ct5: 29,636-35,823 (+)

41 42 43 44 45 49

SRS075084_a1_ct33202_vs1: 30,088-36,036 (+)

42 43 44 45 46 48

SRS143604_a1_ct22908_vs1: 29,626-35,178 (+)

40 41 42 46

SRS017533_a1_ct17074_vs1: 31,056-36,845 (+)

42 43 44

SRS142545_a1_ct7921_vs1: 30,214-36,011 (+)

43 44 45 46 50

IMGVR_UViG_3300008575_000341|3300008575|Ga0111079_100253|70-51846: 32,877-38,308 (+)

38 41 43 44 45 47 51

uvig_441026_: 30,020-36,165 (+)

43 44 45 46 47

TemPhD_cluster_39628_: 30,844-36,268 (+)

44 45 46 47 48

MGV-GENOME-0311749: 30,623-36,014 (+)

39 40 42 43 44

IMGVR_UViG_3300045988_069552|3300045988|Ga0495776_008717: 30,623-35,235 (+)

42 43 44

IMGVR_UViG_3300006262_000017|3300006262|Ga0099523_1000099: 30,316-36,799 (+)

40 41 42 43 44 45 50

SRS057022_a1_ct3101: 30,316-36,768 (+)

40 41 42 43 44 45

IMGVR_UViG_3300028509_000010|3300028509|Ga0307846_1071: 30,435-35,818 (+)

40 42 43 44 45

2000 nt

unknown function


