
IMGVR_UViG_3300008382_000005|3300008382|Ga0114861_1000023: 34,376-43,172 (+)

47 48 49 50 51 52 53 54 55 56 57 58 59 60 61 62
site-specific recombination directionality factor RDF (CDS_0063)

64 65 66

SRS057022_a1_ct3101: 34,361-43,059 (+)

55 56 57 58 59 60

IMGVR_UViG_3300006262_000017|3300006262|Ga0099523_1000099: 35,002-43,215 (+)

51 56 57 58 59 60 61

IMGVR_UViG_3300045988_069552|3300045988|Ga0495776_008717: 34,434-42,228 (+)

49 50 51 54 55 56
site-specific recombination directionality factor RDF (CDS_0058)

60 61

SRS017533_a1_ct17074_vs1: 34,686-42,675 (+)

48 52 54 55 56 58
site-specific recombination directionality factor RDF (CDS_0059)

60 61 62 63

IMGVR_UViG_3300028509_000010|3300028509|Ga0307846_1071: 33,912-40,055 (+)

53 54 57

IMGVR_UViG_3300045988_038088|3300045988|Ga0495776_057879: 33,283-42,100 (+)

54 56 57 58 59 60 61 62 63 64 69 71

MGV-GENOME-0311787: 33,283-42,100 (+)

56 57 58 59 60 61 62 63 64

SRS143604_a1_ct22908_vs1: 33,145-42,027 (+)

52 53 54 55 56 57 58 59 64

MGV-GENOME-0313858: 34,142-42,926 (+)

55 56 57 58 59 60 61 62

SAMEA2738158_b1_ct5: 34,142-42,871 (+)

49 55 56 57 58 59 60 61 62

IMGVR_UViG_3300045988_080243|3300045988|Ga0495776_000840: 34,237-41,755 (+)

47 5354 55 56 57 58 59 60 61 62

MGV-GENOME-0313103: 34,237-41,755 (+)

5354 55 56 57 58 59 60 61 62

IMGVR_UViG_3300008575_000341|3300008575|Ga0111079_100253|70-51846: 36,442-47,586 (+)

55 56 57 58 59 60 61 65 66
tRNA-Leu(CAA)

67 68 69

SRS077300_a1_ct16929: 32,499-41,375 (+)

52 53 54 55 56 57 58 59 63 64 65

4000 nt

integration and excision unknown function tRNA


