
uvig_441026_: 40,800-48,726 (+)

65

site-specific recombination directionality factor RDF (CDS_0066)

67 68 69 70 71 72 73
tRNA-Leu(CAA)

74 75 76 dUTPase (CDS_0077)
thioredoxin domain (CDS_0078)

79 80

IMGVR_UViG_3300008575_000341|3300008575|Ga0111079_100253|70-51846: 42,116-49,006 (+)

site-specific recombination directionality factor RDF (CDS_0063)
65 66 67 68

TemPhD_cluster_39628_: 40,858-48,132 (+)

67 68 70 71 72 73 74

IMGVR_UViG_3300045988_038088|3300045988|Ga0495776_057879: 39,655-47,799 (+)

68 71 73 74 75 76 77 78

MGV-GENOME-0311787: 39,655-47,799 (+)

73 74 75 76 77 78

SAMEA2738158_b1_ct5: 40,749-48,568 (+)

67 70 71 72 73 74 75

SRS143604_a1_ct22908_vs1: 39,668-46,583 (+)

61 64 65 66 69 70 72

MGV-GENOME-0311749: 36,820-47,503 (+)

53 54 55 56 60 61 62

IMGVR_UViG_3300045988_069552|3300045988|Ga0495776_008717: 36,820-47,503 (+)

54 60 61 62

MGV-GENOME-0313103: 40,633-47,609 (+)

66 67 68 69 70 72 74

SRS077300_a1_ct16929: 39,098-45,625 (+)

64 65 66 68 69 70

4000 nt
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