oMTase_00015 orphan (CDS_0050)
41 42 43 44 45 46  Druantia_ll_DruM (CDS_0047) 48 49 51 52 53

IMGVR_UViG_3300008489_000003|3300008489|Ga0111007_100186:29,262-36,264 (+)
45 Druantia_ll__DruM (CDS_0046) 51

IMGVR_UViG_3300011891_000002|3300011891|Ga0119803_100030: 29,299-36,362 (+)
43 44 Druantia_ll_DruM (CDS_0045)

| A
TemPhD_cluster_61350:29,319-36,325 (+)
43 44 Druantia_ll_DruM (CDS_0045)

I A
TemPhD_cluster_26117:29,013-36,019 (+)

45 Druantia_ll__DruM (CDS_0046) 52
[, S O T T S, T Wy W oy WD gy WO S |

IMGVR_UViG_3300007500_000014|3300007500|Ga0104983_100410: 29,013-36,395 (+)

DNA methyltransferase (CDS_0048)
46 47 49 DNA methyltransferase (CDS_0050)

—— ——— —— ——1— — | [ — — ——————— ———— ]
IMGVR_UViG_3300006489_000003|3300006489|Ga0100254_100005: 29,588-37,331 (+)

DNA methyltransferase (CDS_0046)
44 45 DNA methyltransferase (CDS_0047)

;
i
H
|

I I S —
IMGVR_UViG_3300008335_000008|3300008335|Ga0115190_100154: 28,891-35,889 (+)

DNA methyltransferase (CDS_0047)
45 46 Druantia_ll__DruM (CDS_0048)

IMGVR_UViG_3300006294_000002|3300006294|Ga0099625_100085:29,191-36,239 (+)
DNA methyltransferase (CDS_0006)
8 7 Druantia_ll_DruM (CDS_0005)

\
|
+

——
MGV-GENOME-0178784:1,158-6,471 (-)

DNA methyltransferase (CDS_0047)

46 Druantia_Il__DruM (CDS_0048)
I, ) S, T— T g T i W g W W |

IMGVR_UViG_3300008083_000006|3300008083]|Ga0105970_100296: 29,609-36,611 (+)
DNA methyltransferase (CDS_0046)
39 43 45 Druantia_ll__DruM (CDS_0047)

IMGVR_UViG_3300006292_000020|3300006292|Ga0099622_100316: 28,925-35,912 (+)

43 44 45 46 47 48
I ) S, E—, T W T Ny WOS— R D W, W, 0y W W, W—
MGV-GENOME-0261940: 29,050-36,849 (+)

43 44 45 46 47 48
[ W, N E—, N N, S ey WS—, W, W W, R, 0 oy Wy W, W—

IMGVR_UViG_3300045988_173932|3300045988|Ga0495776_043369:29,050-36,849 (+)

Druantia_ll__DruM (CDS_0048)
44 45 46 47 I 49 52 55

e o 1 ————— — W |
IMGVR_UViG_3300022572_000038|3300022572|Ga0248009_1023:29,395-38,654 (+)

38 39 40 44 45 46 Druantia_ll_DruM (CDS_0047)

I S N B R —
\MGVR UViG_7000000214_000060|7000000214|SRS015158 WUGC scaffold_8055:28,162-35,918 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
I




