
TemPhD_cluster_35025: 30,590-38,630 (+)

40

Abc2 anti-RecBCD (APIS020) (CDS_0041)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)

Erf-like ssDNA annealing protein (CDS_0044)

Erf recombination cofactor Arf (CDS_0045)

Kil protein for bacterial septation inhibition (CDS_0046)

CIII anti-termination (CDS_0047)
48 49

Ral anti-RM (APIS009) (CDS_0050)
anti-termination protein N-like (CDS_0051)

52
ParA-like partition protein (CDS_0053)

CI-like repressor (CDS_0054)
transcriptional repressor (CDS_0055)

CII-like transcriptional activator (CDS_0056)

TemPhD_cluster_40083: 30,613-38,633 (+)

Kil protein for bacterial septation inhibition (CDS_0044)
superinfection exclusion (CDS_0046)

47 Ral anti-RM (APIS009) (CDS_0048)

TemPhD_cluster_47084: 32,717-40,419 (+)

54 55 56
Ral anti-RM (APIS009) (CDS_0057)

BstA__BstA (CDS_0060)

TemPhD_cluster_47476_: 30,136-38,413 (+)

endonuclease (CDS_0043) 49 50
HNH endonuclease (CDS_0051)

52

TemPhD_cluster_25366: 33,188-39,380 (+)

47 48 49

TemPhD_cluster_17165: 31,339-37,912 (+)

49 50 51 54

TemPhD_cluster_31524: 31,183-38,657 (+)

Kil protein for bacterial septation inhibition (CDS_0048)
49 50

TemPhD_cluster_35040: 31,183-38,580 (+)

Kil protein for bacterial septation inhibition (CDS_0048)
49 50

TemPhD_cluster_47349_: 32,045-39,336 (+)

superinfection exclusion (CDS_0051)
52 53 55 56 tail protein (CDS_0060)

TemPhD_cluster_31493: 32,483-39,402 (+)

49 50 Ral anti-RM (APIS009) (CDS_0051)

CII-like transcriptional activator (CDS_0057)

58 59
DNA primase/helicase

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)

anti-defence (dbAPIS)


