Staphylokinase (VF0021) (CDS_0023)

CHIPS (VF0424) (CDS_0025) spore coat protein (CDS_0035)
SCIN (VF0425) (CDS_0026) DNA primase/helicase (CDS_0029) anti-CRISPR-Cas (AcrIB) (CDS_0043)
Eap/Map (VF0016) (CDS_0028) TSST-1(VF0022) (CDS_0038)
22 24 ‘ 27 | 3031 323334 |3637 | 39 40 4142 44 45
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IMGVR_UViG_2531839040_000005|2531839040|2531852152|116574-181359:20,713-43,141 (+)

Eap/Map (VF0016) (CDS_0025) spore coat protein (CDS_0032)
holin (CDS_0019) 24 262728 29 3031 | 3334
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IMGVR_UViG_2574180427_000001|2574180427]2574238337: 19,219-40,172 (+)

DNA polymerase/primase (CDS_0039)
Retron_VI_HTH (CDS_0033)

GroEL (VF0594) (CDS_0030) 35 DNA pri‘mase/helicase (CDS_0040)
Eap/Map (VF0016) (CDS_0027) 36 spore coat protein (CDS_0046)
26 28 29 31 32 |34[[3738 4142 43 4445 | 4748
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IMGVR_UViG_2521172729_000007|2521172729|2521194650[128854-201694:20,713-51,197 (+)
DNA polymerase/primase (CDS_0037)
Retron_VI_HTH (CDS_0031)
Eap/Map (VF0016) (CDS_0027) 33 DNA prihase/helicase (CDS_0038)
GroEL (VF0594) (CDS_0028) 34 spore coat protein (CDS_0044)
26 29 30 |[32][3536 ‘ 3940 41 4243 | 4546
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IMGVR _UViG_2558860620_000004|2558860620|2558895875[125513-197828:20,713-50,671 (+)
26 2728
DO—D4d—"D—Hb-aH— —00—CHCT
s = 5| - — -
IMGVR_UViG_2590828156_000001|2590828156|2590838246:20,713-35,811 (+)
Eap/Map (VF0016) (CDS_0027)
26 28
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IMGVR_UViG_2590828268 000002|2590828268]2590844296:20,713-37,793 (+)
DNA polymerase/primase (CDS_0039)
Retron_VI__HTH (CDS_0035)
DNA pri‘mase/helicase (CDS_0040) Staphylococcal enterotoxin V (SELV) (VF1019) (CDS_0053)
GroEL (VF0594) (CDS_0032) 37 spore coat protein (CDS_0046) transposase (CDS_0051)
31 33 34 |34 38 ‘ 4142 43 4445 | 4748 50 SE(VF0020) (CDS_0052)
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IMGVR_UViG_2930063435_000003|2930063435|2930063435[701982-779134:25,382-55,316 (+)
DNA polymerase/primase (CDS_0039)
Retron_VI__HTH (CDS_0035)
DNA prihase/helicase (CDS_0040)
GroEL (VF0594) (CDS_0032) 37 spore coat protein (CDS_0046) PVL (VF0018) (CDS_0055)
31 33 34 |34 38 4142 43 4445 | 4748 PVL (VF0018) (CDS_0054)
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IMGVR_UViG_2930066400_000003|2930066400|2930066400|699590-773551:25,382-54,654 (+)
DNA polymerase/primase (CDS_0035)
Retron_VI__HTH (CDS_0030)
DNA pri‘mase/helicase (CDS_0036)
32
GroEL (VF0594) (CDS_0027) 33 spore coat protein (CDS_0042)
28 29 |31][34 3738 39 4041 | 4344
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IMGVR_UViG_2875753143 000002|2875753143|2875753143[1614262-1683070: 20,807-49,500 (+)
DNA polymerase/primase (CDS_0035)
Retron_VI__HTH (CDS_0030)
DNA primase/helicase (CDS_0036)
32
GroEL (VF0594) (CDS_0027) 33 spore coat protein (CDS_0042)
28 29 |31][34 ‘ 3738 39 4041 | 4344
—_— — I — ]

—-— - - — [
IMGVR_UVIG_2724679187_000002|2724679187|2724716572|34910-103718: 20,807-49,500 (+)
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