
MGV-GENOME-0225743: 28,355-32,527 (+)

32 33 34 35 36 37 38 Bxa ADP-ribosyl transferase (CDS_0039) 40

IMGVR_UViG_3300045988_075682|3300045988|Ga0495776_163793: 1-7,794 (-)

123head morphogenesis (CDS_0004)51213

MGV-GENOME-0286397: 1-7,166 (-)

46811

Rampelli_SM_42_NODE_73_length_68544_cov_5.813664: 1-8,801 (-); 68,070-68,544 (-)

6781112 84

IMGVR_UViG_3300045988_065608|3300045988|Ga0495776_187272: 28-8,801 (-)

678

uvig_583565: 4,944-8,065 (-)

613

MGV-GENOME-0258929: 4,944-8,150 (-)

614

MGV-GENOME-0255420: 4,284-7,164 (-)

78

uvig_386010: 25,476-28,356 (+)

36 37

MGV-GENOME-0213077: 4,944-7,901 (-)

78

MGV-GENOME-0213508: 26,990-29,968 (+)

35 36

MGV-GENOME-0221688: 417-3,395 (-)

45

MGV-GENOME-0323123: 2-3,127 (-)

34

MGV-GENOME-0253788: 4,954-7,918 (-)

89

MGV-GENOME-0262949: 5,216-7,899 (-)

9

MGV-GENOME-0256898: 5,216-7,899 (-)

9

IMGVR_UViG_3300045988_084939|3300045988|Ga0495776_164068: 1-8,608 (-)

67813

uvig_345204: 1-8,606 (-)

678

MGV-GENOME-0294789: 1-9,658 (-)

67891516

MGV-GENOME-0250892: 1-8,044 (-)

123Bxa ADP-ribosyl transferase (CDS_0004)5

MGV-GENOME-0346173: 1-8,479 (-)

78

SAMN09781706_a1_ct5264: 1,440-8,541 (-)

8910

IMGVR_UViG_3300045988_079440|3300045988|Ga0495776_180945: 1,440-8,242 (-)

89

MGV-GENOME-0370296: 1,440-8,242 (-)

78

IMGVR_UViG_3300045988_090237|3300045988|Ga0495776_164564: 1,443-8,536 (-)

89

MGV-GENOME-0339363: 1,440-7,975 (-)

89

MGV-GENOME-0343514: 1,440-8,302 (-)

910

IMGVR_UViG_3300045988_098800|3300045988|Ga0495776_181682: 28-8,359 (-)

710

MGV-GENOME-0327428: 1-8,303 (-)

7

MGV-GENOME-0323054: 28-8,571 (-)

7

SAMN11252264_a1_ct156662: 1,444-8,390 (-)

89

MGV-GENOME-0323557: 1,444-8,360 (-)

78

MGV-GENOME-0281677: 1,440-8,323 (-)

78

MGV-GENOME-0338155: 1,444-8,399 (-)

78

MGV-GENOME-0316861: 1,444-8,212 (-)

89

MGV-GENOME-0348779: 28-8,211 (-)

78

IMGVR_UViG_3300045988_072687|3300045988|Ga0495776_183612: 28-8,209 (-)

378

MGV-GENOME-0305901: 1,444-8,191 (-)

8914

MGV-GENOME-0273705: 1,444-8,136 (-)

89

MGV-GENOME-0334816: 1,444-8,600 (-)

78

uvig_588643: 28-8,021 (-)

389

MGV-GENOME-0360822: 28-8,529 (-)

678

MGV-GENOME-0299499: 1,444-8,532 (-)

789

IMGVR_UViG_3300014545_000097|3300014545|Ga0134392_100006|37028-91366: 28-8,543 (-)

678

IMGVR_UViG_3300045988_075787|3300045988|Ga0495776_183452: 1,440-8,241 (-)

69

uvig_404562: 1,444-7,930 (-)

7

MGV-GENOME-0322583: 1,444-7,929 (-)

7

MGV-GENOME-0355045: 1,440-9,308 (-)

transcriptional regulator (CDS_0005)6710

uvig_382633: 1,440-8,587 (-)

9

MGV-GENOME-0345393: 1,440-8,364 (-)

8

MGV-GENOME-0322598: 1-7,935 (-)

6

MGV-GENOME-0308514: 28-7,797 (-)

711

MGV-GENOME-0368624: 1-9,204 (-)

56714

3000 nt

head and packaging moron, auxiliary metabolic gene and host takeover transcription regulation unknown function


