
IMGVR_UViG_2519899811_000003|2519899811|2519960737|192948-232964: 14,218-27,693 (+)

host range and adsorption protein (CDS_0021) 22 23 24
holin (CDS_0025)
Autolysin (VF0143) (CDS_0026)

integrase (CDS_0027)
28 29 30 31

32
33

DNA binding protein (CDS_0034)
35

36 37 38 39

IMGVR_UViG_2667527660_000002|2667527660|2667553133|24660-66753: 13,896-28,194 (+)

20 holin (CDS_0025) 27 29 30 31 32

IMGVR_UViG_2537561810_000001|2537561810|2537597645|94502-135435: 9,861-27,345 (+)

tail length tape measure protein (CDS_0019) 24
holin (CDS_0025)

endolysin (CDS_0026) 29 30

IMGVR_UViG_2531839416_000002|2531839416|2531896344|557764-599935: 13,465-28,581 (+)

23 26

NC_031923.1: 13,579-27,600 (+)

27 28
capH (CDS_0029)

33
34

IMGVR_UViG_2671181119_000001|2671181119|2671319583|162528-204787: 19,944-30,307 (+)

26 28 29 30 31 323334 35 retron_type_VI_hth_cluster2_1 (CDS_0036)

IMGVR_UViG_2541047594_000002|2541047594|2541154879|24519-64630: 18,653-27,990 (+)

24 25 26 27 282930 31
retron_type_VI_hth_cluster2_1 (CDS_0032)

37 39

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) virulence (VFDB)


