MTase_l1_00074 Type (CDS_0031)
endolysin (CDS_0027)
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MGV-GENOME-0175965:17,950-24,060 (+)

endolysin (CDS_0027)
26 28 29 30 31

L 1 S
MGV-GENOME-0171506: 17,950-23,408 (+)
endolysin (CDS_0025)
24 26 27 28 29 30 31

uvig_542434:17,568-24,515 (+)
endolysin (CDS_0027)
26 28 29 30 31 32 33 34

MGV-GENOME-0182902:17,950-25,117 (+)
2627

SAMNO05827003 a1l _ct66463 vs1:17,959-21,023 (+)
MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0034)
Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0031)
endolysin (CDS_0027)
26 28 29 30 32 33

nitroreductase (CDS_0035)
36 37
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uvig_364381:17,950-29,995 (+)
RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0033)
exonuclease (CDS_0035)
endolysin (CDS_0025) HNH endonuclease (CDS_0030) anti-TA (APIS117) (CDS_0037) DNA helicase (CDS_0041)
24 26 27 28 29 31 32 34 36 38 39 40 4243

endolysin (CDS_0025)
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SAMNO5826989_al_ct25763 vs1:17,566-25,029 (+)
endolysin (CDS_0025)

24 26 27 282930 31 32
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MGV-GENOME-0180075: 17,454-24,676 (+)
28
24 25 26 27 2930 31 32
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SAMNO4571713 a1 _ct109680_vs1: 16,995-23,130 (+)
transcriptional regulator (CDS_0029)
DNA helicase (CDS_0027),
24 25 26  nucleotide kinase (CDS_0028)

uvig_99419:17,576-23,447 (+)
26 27 28
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uvig_504199:17,968-22,193 (+)

nucleotide kinase (CDS_0030)
24 25 26 27 28 29 31
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MGV-GENOME-0170985:17,598-23,336 (+)

nucleotide kinase (CDS_0029)
DNA helicase (CDS_0027)
24 DNAhelicase (CDS_0025) 26 28 (3031

——
MGV-GENOME-0188454: 17,585-25,995 (+)

nucleotide kinase (CDS_0029)
DNA helicase (CDS_0027)
central tail fiber J (CDS_0018) 22 24 DNA helicase (CDS_0025) 26 28 |3031

MGV-GENOME-0188083: 13,388-25,938 (+)

endolysin (CDS_0025)
24 26 27 28 29 30 31

MGV-GENOME-0179329: 13,388-24,562 (+)
endolysin (CDS_0027)
26 28 29 30
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MGV-GENOME-0168179:13,775-22,940 (+)
7000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis other tail transcriptionregulation unknown function defence (DefenseFinder) defence (PADLOC)
— I L]

anti-defence (dbAPIS) AMR (AMRFinderPlus)




