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PDC-534_WP_209195270.1 (CDS_0044)
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uvwg 208254 26 706- 38 071 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0047)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0048)
excisionase (CDS_0046)
9 40 ABC transporter (CDS_0041) 42 43 44 45 | |
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Sigma M (VF0822) (CDS_0003)
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