ABC transporter (VF0818) (CDS_0023) replication initiation protein (CDS_0033)

endolysin (CDS_0020) tRNA-GIu(TTC) 32
minor tail protein (CDS_0014) 15 1617 18 19 2122 T 24 25 26 2728 293031] 34 35
I . . N 0 I S SN B —— .

r T ]
SRS146996_al ct21229 vs1:11,001-28,021 (+)

endolysin (CDS_0020)
19 21

[ ;4 — | . —
MGV-GENOME-0195532: 10,998-21,153 (+)
anti-CRISPR-Cas (AcrlIA17) (CDS_0023)
endolysin (CDS_0019)
202122 | 24 25 26 27

e o T — 1
SRS013723_al ct27136_vs1:10,999-22,982 (+)

capH (CDS_0023)

AbiD__AbiD (CDS_0021) 25
19 20 22 242627 28
S S e S IS BN N I —
SRS024021 al_ct15547_vs1:11,005-23,560 (+)
transcriptional repressor (CDS_0026)
Serine protease (VF1055) (CDS_0021) capH (CDS_0025)

integrase (CDS_0023) 27
19 endolysin (CDS_0020) 22 24 TZS 29

!
|
3
|
#.

e I -
IMGVR_UViG_3300008503_000021|3300008503|Ga0111013_100147: 11,003-25,900 (+)
transcriptional repressor (CDS_0024)
capH (CDS_0023)
19 endolysin (CDS_0020) 21 22 | | 2526

SRS149330_a1_ct6421: 11,004-23,836 (+

antitoxin mazE-like (CDS_0023) capH (CDS_0027)
endolysin (CDS_0020) integrase (CDS_0025) 29
19 21 22 24 26 28 T3O 31

|
:
y
|

MGV-GENOME-0232252:11,001-26,134

+)
AbiD__AbiD (CDS_0024)
integrase (CDS_0023) capH (CDS_0026)29
endolysin (CDS_0016) 20 21 22 25 2728 TSO

.
|
E+

IMGVR_UViG_3300007318_000002|3300007318|Ga0104925_100120: 11,001-26,037 (+)
AbiD__AbiD (CDS_0024)

integrase (CDS_0023) capH (CDS_0026)29
20 2122 25 | 272830

e~ ————————— T~ T —
SRS011243_al ct372: 11,001-25,982 (+)
AbiD_AbiD (CDS_0025)
integrase (CDS_0024) capH (CDS_0027) 30
20 21 22 23 26 | 2829]
T T . s N — -

| I SN S
IMGVR_UViG_3300008504_000020|3300008504|Ga0114860_100233: 11,000-27, 104( )
blaGOB-NCBIFAM GOB family subclass B3 metallo-beta-lactamase (NF012101.1) (CDS_0024)
RecJ-like ssDNA exonuclease (CDS_0027)
AbiD__AbiD (CDS_0029)

RelA (VF0287) (CDS_0026) capH (CDS_0031) 34
20 21 22 23 25 integrase (CDS_0028) 30 | 3233[

|
1]

S . — I ——
SRS022077_al_ct27237_vs01: 11,003-31,824 (+)
capH (CDS_0026)
integrase (CDS_0023) T 28
endolysin (CDS_0016) 20 2122 24 25 27 ] 2930

i+

IMGVR_UViG_3300045988_081626|3300045988|Ga0495776_182203: 11,003-25,740 (+)
transcriptional repressor (CDS_0022)
capH (CDS_0021)
20| |2324

uvig_444820_:11,003-21,287 (+)

19

endolysin (CDS_0020) metallo-protease (CDS_0023)
integrase (CDS_0022) 25 28
21 | 24 T2627]

19

|
%
t

| | B & | ___§§ | | ;& ' |
SAMEA2738166 b1 cté vs2:11,005-24,640 (+)

metallo-protease (CDS_0022)
endolysin (CDS_0020) 24 27

19 integrase (CDS_0021) 23 |25 26]

IMGVR_UViG_3300045988_064117|3300045988|Ga0495776_150869: 11,005-24,712 (+)
Autolysin (VF0143) (CDS_0020) metallo-protease (CDS_0025)
AbiD__AbiD (CDS_0023) 27 29
19 2122 integrase (CDS 0024) 26 |28 30

;
+

IMGVR_UViG_3300045988_109186|3300045988|Ga0495776_061522:11,000-25,485 (+)
retron_type_VI_hth_cluster2_1 (CDS_0026)
endolysin (CDS_0020)
13 holin (CDS_0018) 19 2122 23 24 25 2728

I R I N
IMGVR_UViG_3300006250 OOOZOOI33000Oé250\GaOO99391 100402|7687-38334: 10 252 23 825( )
8000 nt |
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
— I —_—

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA pseudogene
I




