
IMGVR_UViG_3300006250_000200|3300006250|Ga0099391_100402|7687-38334: 22,533-28,873 (+)

31
replication initiation protein (CDS_0032)

33 34

MazG-like pyrophosphatase (CDS_0035)

36 37 38 39 40
DNA repair exonuclease (CDS_0041)

42

thioredoxin domain (CDS_0043)

44

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)

transcriptional activator (CDS_0046)

SRS149330_a1_ct6421: 22,545-29,532 (+)

34 35 36 37 38 44

IMGVR_UViG_3300045988_081626|3300045988|Ga0495776_182203: 24,440-32,313 (+)

38 39 40 41 42 43 transcriptional activator (CDS_0048) 49 HNH endonuclease (CDS_0051)

SRS146996_a1_ct21229_vs1: 26,212-33,317 (+)

38 39 40 41

MGV-GENOME-0232252: 24,834-31,987 (+)

40 41 42 43 44 45

IMGVR_UViG_3300045988_064117|3300045988|Ga0495776_150869: 23,420-29,250 (+)

35 36

SRS011243_a1_ct372: 24,690-31,702 (+)

38 39 40 41 42 43 44

SRS022077_a1_ct27237_vs01: 29,807-37,175 (+)

36 41 42 43 44 45 46

IMGVR_UViG_3300007297_000019|3300007297|Ga0104793_100539: 24,679-31,836 (+)

37 38 39 40 41 42 43

IMGVR_UViG_3300008503_000021|3300008503|Ga0111013_100147: 24,630-31,771 (+)

36 37 38 39 40 41 42

uvig_444820_: 20,028-26,632 (+)

33 34 35 36 37

IMGVR_UViG_3300045988_109186|3300045988|Ga0495776_061522: 23,986-31,234 (+)

MazG-like pyrophosphatase (CDS_0037) 38 39 40 41 42 43 44 45

SRS013723_a1_ct27136_vs1: 21,174-29,286 (+)

34 35 36 37 38 39 40 41

SRS024021_a1_ct15547_vs1: 23,078-30,496 (+)

35 36
DNA methyltransferase (CDS_0041)

Druantia_II__DruM (CDS_0042) terminase small subunit (CDS_0047)

3000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other transcription regulation unknown function defence (DefenseFinder) anti-defence (dbAPIS)


