PDC-M69A_WP_216276383.1 (CDS_0030)
FS_Sma__Sma (CDS_0027)
endolysin (CDS_0024)
tail assembly protein (CDS_0016) tRNA-Leu(GAG) capH (CDS_0029)
tail protein (CDS_0018) integrase (CDS_0026)
minor tail protein (CDS_0017) 19 20 21 22 23 | 25 | | 28 ‘

31

L S N N N B ] s EEEEEEEEEE mE
IMGVR_UViG_3300045988_093525|3300045988|Ga0495776_007025:12,991-25,314 (+)
glycoside hydrolase (CDS_0015) 20 2324

D e e s R
IMGVR_UViG_3300045988_043707|3300045988|Ga0495776_185289:12,417-23,216 (+)
endolysin (CDS_0024)
19 20 22 23 [ 25 26 27 3334 35

— — — T W} ] ——
IMGVR_UViG_2558860930_000002|2558860930|2558911255(3-41866: 12,060-30,073 (+)

endolysin (CDS_0024)
22 23 [25 26 AbiD_AbiD (CDS_0028) mads_1(CDS_0033)

— Ly M F T
IMGVR_UViG_3300022590_000034|3300022590|Ga0242630_100062: 12,129-28,686 (+)

endolysin (CDS_0024)

22 237 [25
N e s e N
uvig 319533:12,119-27,136 (+)
endolysin (CDS_0024) 29
22 23725 26 27 28]

N A I I | i T | L= W 1) - -
IMGVR_UViG_3300045988_068583|3300045988|Ga0495776_110404:12,121-30,556 (+)
tail length tape measure protein (CDS_0014) 19 20 21 27

SRS053603_a1_ct32342 vs1:9,051-24,573 (+)
RelE-like toxin (CDS_0028)
25
endolysin (CDS_0024)[ 26 27 | transposase (CDS_0029)

L~ ——————— S e oty i T N I B I
IMGVR_UViG_3300007795_000156|3300007795|Ga0105644_100122|3-41196: 13,014-29,070 (+)
RelE-like toxin (CDS_0028)
endolysin (CDS_0022)  Hpt (VF0264) (CDS_0026)
19 20 | 23 24 25 27 2930 35

I |
uvig 578819:12,433-30,895 (+)
cyanobacterial phosphoribosylglycininide formyltransferase (CDS_0030)
phosphoribosylaminoimidazole synthetase (CDS_0029)

Purine synthesis (VF0811) (CDS_0027) mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (CDS_0035)
Purine biosynthesis (VF0559) (CDS_0032)
endolysin (CDS_0024) 25 26 28 | 31 33 34 36 37 38 39 40 41

I S —— N I S S S S S R S S e eem m o L}
uvig 359568:13,039-44,326 (+)
transcriptional regulator (CDS_0028)
endolysin (CDS_0024)
22 23 [ 25 2930

I A N A N BN ) s e .
IMGVR_UViG_3300045988 090683|3300045988|Ga0495776_007045:12,301-24,411 (+)
endolysin (CDS_0024)
22 23 [ 25

I —— ] — ——
OTU_3577:12,117-23,762 (+)

endolysin (CDS_0024)
holin (CDS_0023) 28
2 [ |25 26 2771 29

I I | B S S
uvig_191679:12,242-27,492 (+)

endolysin (CDS_0025)
23 24 [ 26 27

S N | B S S .
uvig_393236:12,286-26,221 (+)

22

uvig_190489: 12,301-21,902 (+)
endolysin (CDS_0025)
23 24 [ 26 27

I S S -
IMGVR_UViG_3300007979_000079|3300007979|Ga0114002_100295: 12,283-24,790 (+)

endolysin (CDS_0025)
23 24 [ 26

— — — T —— TN ]
IMGVR_UViG_3300008636_000066|3300008636|Ga0111420_100416:12,283-23,629 (+)
22

| N N N BN D -
IMGVR _UViG_3300045988 081478|3300045988|Ga0495776_178468:12,422-22,835 (+)
transcriptional regulator (CDS_0027)
E(28
[29

S R B . e BRSNS .
MGV-GENOME-0266663: 12,433-24,642 (+)

FS_Sma__Sma (CDS_0025)

N N e N . . -
IMGVR_UViG_3300045988_126780|3300045988|Ga0495776_146913: 13,852-24,642 (+)
antitoxin mazE-like (CDS_0027)
endolysin (CDS_0024) 25 26 30 31

uvig_118552:13,016-28,427 (+)
endolysin (CDS_0024)
22 23 [25 26

NI mE.
+

I e S e S B EENEE | B E—
IMGVR_UViG_3300007186_000115|3300007186|Ga0103259_100280: 12,459-27,015 (+)
25 27

T ——— R
MGV-GENOME-0262157:13,565-26,993 (+)

endolysin (CDS_0024)
19 20 T2s 26

1 ]
IMGVR_UViG_3300007220_000272|3300007220|Ga0104054_100382|7012-48332: 9,236-25,162 (+)
19 20

SRS104287_al_ct85340:8,889-23,656 (+)
20 21

e~~~ ———— ——————————————————— e et
IMGVR_UViG_3300008490_000444|3300008490|Ga0115197_1000309]6995-46429: 9,008-23,217 (+)
19 20

e W W W R | S—
IMGVR_UViG_3300008090_000103|3300008090|Ga0114309_100246:8,899-22,627 (+)
19 20 22

I e ———— E—
SRS019792_al ct10811 vs01:12,414-25,701 (+)
20 25

I N BN | E— -
IMGVR_UViG_3300028512_000061|3300028512|Ga0307859_1046: 12,382-24,266 (+)
27
endolysin (CDS_0024) 25 26 T2s

. LW __ 1 ]
IMGVR_UViG_3300006259_000297|3300006259|Ga0099458_100248(171-42911: 13,035-29,422 (+)
19 20 22 23

[ e e e e ]
MGV-GENOME-0263919:12,139-22,764 (+)

excisionase (CDS_0026)
endolysin (CDS_0024)
holin (CDS_0023)
22 T | 25 2728 29 30 abortive infection resistance protein (CDS_0032)

I I N N e -
uvig 444860_:12,051-28,523 (+)
endolysin (CDS_0025)
23 24[ 26 32

uvig_576372: 12,289-26,324 (+)
2729
endolysin (CDS_0024) 25 26 J28[ 30 31 32 33 34 35 3 37 38 43

B N | IS § N S eI SIS BN S ] S S W
uvig_577599:13,018-36,633 (+)

endolysin (CDS_0024)
22 23 | 25 26 27 28 29 30 31 32 3334 35 36

;%
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uvig 576323:12,209-36,959 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0038)
RelE-like toxin (CDS_0028) Serine protease (VF1055) (CDS_0039)
endolysin (CDS_0024) 25 26 272930 31 32 33 34 35 36 37 | 40 41 42

;

T T W T — ——— W B — BB
uvig_359175:13,039-42,051 (+)

19 20
IMGVR_UViG_3300045988_116652|3300045988|Ga0495776_188623:8,984-22,713 (+)
13 tail protein (CDS_0018) 19

.} . E.
IMGVR_UViG_3300029855_000077|3300029855]Ga0245295_1000868:8,831-20,760 (+)
10000 nt 1

integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
— I —_—
virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene
I I




