
IMGVR_UViG_3300028512_000061|3300028512|Ga0307859_1046: 21,280-31,590 (+)

24 25 26

transcriptional regulator (CDS_0027)

28 29 30
mads_1 (CDS_0031)

32 33 34 35 36 Lamassu-Fam__LmuB_SMC_Mrr (CDS_0037)

SRS098533_a1_ct8561_vs01: 12,703-25,720 (+)

tail assembly protein (CDS_0017)
minor tail protein (CDS_0018)

tail protein (CDS_0019) 20 21
tRNA-Undet(NNN)

FS_Sma__Sma (CDS_0023)
transcriptional regulator (CDS_0025)

26 27 28 mads_1 (CDS_0029)

uvig_576372: 18,585-30,927 (+)

22 23 24 endolysin (CDS_0025) 28
transcriptional regulator (CDS_0030)

31 32 mads_1 (CDS_0033)

IMGVR_UViG_3300008090_000103|3300008090|Ga0114309_100246: 21,638-32,533 (+)

28

transcriptional regulator (CDS_0030)
retron_type_VI_hth_cluster2_1 (CDS_0031)

32
mads_1 (CDS_0033)

34 35

MGV-GENOME-0266663: 18,760-29,992 (+)

22 23
transcriptional regulator (CDS_0027)

28 29 31 32 33

IMGVR_UViG_3300045988_126780|3300045988|Ga0495776_146913: 18,760-29,992 (+)

22
transcriptional regulator (CDS_0027)

28 29

MGV-GENOME-0263919: 18,405-32,177 (+)

22 27
capH (CDS_0028)

29

PDC-M69A_WP_216276383.1 (CDS_0030)
mads_1 (CDS_0031)

32
33 34 anti-repressor Ant (CDS_0039)

SRS104287_a1_ct85340: 18,437-31,363 (+)

capH (CDS_0029)

PDC-M69A_WP_216276383.1 (CDS_0030)

31 32 33
mads_1 (CDS_0034)

35

IMGVR_UViG_3300022590_000034|3300022590|Ga0242630_100062: 18,456-29,705 (+)

26 AbiD__AbiD (CDS_0028)
capH (CDS_0030)

PDC-M69A_WP_216276383.1 (CDS_0031)

IMGVR_UViG_3300045988_081478|3300045988|Ga0495776_178468: 18,755-28,345 (+)

22 capH (CDS_0027)
PDC-M69A_WP_216276383.1 (CDS_0028)

29 30

IMGVR_UViG_3300045988_093525|3300045988|Ga0495776_007025: 22,002-31,627 (+)

32 33

IMGVR_UViG_3300045988_068583|3300045988|Ga0495776_110404: 25,562-31,572 (+)

FS_Sma__Sma (CDS_0031)

uvig_444860_: 25,845-35,839 (+)

abortive infection resistance protein (CDS_0032)
capH (CDS_0034)

PDC-M69A_WP_216276383.1 (CDS_0035)

36 37
mads_1 (CDS_0038)

39

uvig_113552: 24,933-33,837 (+)

30 31 32 35 36

uvig_576323: 32,839-41,589 (+)

39 40 41 42 mads_1 (CDS_0043)

IMGVR_UViG_3300007979_000079|3300007979|Ga0114002_100295: 18,610-31,926 (+)

26 27 30 31
32

33 34 mads_1 (CDS_0035)

IMGVR_UViG_3300008636_000066|3300008636|Ga0111420_100416: 18,610-30,765 (+)

29 30
31

32 33 mads_1 (CDS_0034)

MGV-GENOME-0262157: 18,473-30,978 (+)

27 28 29
mads_1 (CDS_0030)

31

IMGVR_UViG_3300006259_000297|3300006259|Ga0099458_100248|171-42911: 20,204-34,052 (+)

27 28 31
transcriptional regulator (CDS_0032)

33 34 35

OTU_3577: 18,444-29,777 (+)

PDC-S13_WP_186842295.1 (CDS_0029)

transcriptional regulator (CDS_0030)

31 32
33

34 35

mads_1 (CDS_0036)

37 41 42 replication initiation protein (CDS_0043)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


