
IMGVR_UViG_2924330911_000001|2924330911|2924330916|15786-48419: 11,761-23,006 (+)
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IMGVR_UViG_2905584675_000003|2905584675|2905584699|15786-47750: 11,761-22,337 (+)
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IMGVR_UViG_2898234695_000002|2898234695|2898234695|445740-478372: 11,761-24,019 (+)
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OTU_3643: 11,758-24,274 (+)
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IMGVR_UViG_2744054514_000008|2744054514|2744063109|10352-47222: 11,763-21,653 (+)

endolysin (CDS_0020) 21 22 23

ivig_2443: 11,764-25,459 (+)
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IMGVR_UViG_643886139_000005|643886139|643886807|11383-45206: 16,100-27,084 (+)

endolysin (CDS_0019)
AbiD__AbiD (CDS_0021)
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anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0031)

32

IMGVR_UViG_2561511213_000002|2561511213|2561541712|973439-1007860: 11,764-25,377 (+)

endolysin (CDS_0019) 20 AbiD__AbiD (CDS_0022) 23

IMGVR_UViG_3300014922_000104|3300014922|Ga0169850_100241|1-32576: 11,764-23,531 (+)

19

NC_028830.1: 11,563-24,590 (+)

19endolysin (CDS_0020)

IMGVR_UViG_2563366599_000003|2563366599|2563370035|1909170-1941006: 16,172-25,397 (+)

19 21
TIR-IV__TIR-IV_B (CDS_0022)

23 24

cAMP-dependent Kef-type K+ transporter (CDS_0025)

26 27 31

IMGVR_UViG_2902650027_000003|2902650027|2902650062|181922-213851: 16,202-24,618 (+)

21
TIR-IV__TIR-IV_B (CDS_0022)

23 24

cAMP-dependent Kef-type K+ transporter (CDS_0025)

26 27

IMGVR_UViG_2898219036_000003|2898219036|2898219068|11465-44088: 15,866-23,964 (+)

21
TIR-IV__TIR-IV_B (CDS_0022)

23 24 25 capH (CDS_0026)

IMGVR_UViG_2924337022_000003|2924337022|2924337054|15798-47571: 16,205-24,242 (+)

21
TIR-IV__TIR-IV_B (CDS_0022)

23 24 25 capH (CDS_0026)

IMGVR_UViG_2875199372_000002|2875199372|2875199372|781929-816410: 17,251-26,065 (+)

REase_II_00020 Type (CDS_0023)24
MTase_II_00083 Type (CDS_0025)

26 capH (CDS_0027)
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