
TemPhD_cluster_42904: 33,170-38,603 (+); 1-4,349 (+)

1
cold shock protein (CDS_0002)

3 4 5 transglycosylase (CDS_0006)

dipept_VanX-NCBIFAM D-Ala-D-Ala dipeptidase VanX (NF033115.1) (CDS_0035)

36 37 38 39 40

TemPhD_cluster_50483: 1-5,454 (-); 34,373-38,707 (-)

1 39

TemPhD_cluster_61449: 33,150-38,582 (+); 1-4,229 (+)

1
AbiEii__AbiEi_2 Transcriptional regulator, AbiEi antitoxin, Type IV TA system (CDS_0036)

40

TemPhD_cluster_50111: 34,516-39,883 (+); 1-5,597 (+)

139

TemPhD_cluster_32685: 1-7,507 (-); 36,429-40,456 (-)

1 40

TemPhD_cluster_49886: 32,986-40,537 (+); 1-4,064 (+)

139

TemPhD_cluster_22641: 33,277-40,761 (+); 1-4,403 (+)

140

TemPhD_cluster_50306: 33,088-39,286 (+); 1-4,266 (+)

139

TemPhD_cluster_42500: 33,746-39,733 (+); 1-4,824 (+)

139

TemPhD_cluster_36493_: 34,168-40,440 (+); 1-5,399 (+)

139 40

TemPhD_cluster_61511: 1-5,270 (-); 34,092-38,368 (-)

1 39

TemPhD_cluster_32884: 29,453-39,856 (+); 1-1,325 (+)

132 33 34
AbiEii__AbiEi_2 Transcriptional regulator, AbiEi antitoxin, Type IV TA system (CDS_0037)

41

TemPhD_cluster_42512: 1-10,376 (-); 38,391-39,695 (-)

AbiEii__AbiEi_2 Transcriptional regulator, AbiEi antitoxin, Type IV TA system (CDS_0005)

TemPhD_cluster_50074: 27,568-39,996 (+); 1-2,405 (+)

29 30 35 36 37 38 41

TemPhD_cluster_47098: 43,224-50,036 (+); 1-18,369 (+)
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other unknown function defence (DefenseFinder) AMR (AMRFinderPlus)


