holin (CDS_0021) transcriptional repressor (CDS_0028)
tail assembly chaperone endolysin (CDS_0022) transcriptional regulator (CDS_0027)
tail length tape measure protein (CDS_0015) 16 tail protein (CDS_0017) 18 19 20 \ 23 24 integrase (CDS_0025) 26 \ 29

#
:

— —— e S S ——
TemPhD_cluster_37104_:9,510-23,843 (+)

holin (CDS_0021)

endolysin (CDS_0022)
20 | 23 26
I S— I N N E— _——

TemPhD_cluster_43101: 14,030-23,591 (+)
holin (CDS_0021)
20 22 endolysin (CDS_0023)
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TemPhD_cluster_30336:9,508-23,233 (+)

25 29 30

TemPhD_cluster_50702: 16,232-23,557 (+)
anti-CRISPR-Cas (AcrlIA2) (CDS_0026)
tail fiber protein (CDS_0021) Tanti-CRISPR-Cas (AcrllA3) (CDS_0027)
20 [ 22 anti-CRISPR-Cas (AcrllA1) (CDS_0025)

— — ——— [ — —— ——— 1 — "1
TemPhD_cluster_37011_:14,591-24,524 (+)
anti-CRISPR-Cas (AcrllA1) (CDS_0025) anti-CRISPR-Cas (AcrllA4) (CDS_0026)

TemPhD_cluster_61631: 14,604-24,047 (+)
252627

— —— — 1 —J7 " "} |
TemPhD_cluster_50811: 14,804-24,188 (+)

holin (CDS_0024)
20 212223 | 25
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TemPhD_cluster_61990: 9,529-23,507 (+)
holin (CDS_0024) transcriptional regulator (CDS_0029)
20 212223 | 26 28 30 31

TemPhD_cluster_16043:9,559-24,899 (+)
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