tail length tape measure protein (CDS_0050)

48 49 51 52 53
DO oD b

e ——
uvig 49680:34,797-41,376 (+)

amidase (CDS_0022)

11 12 13 17 20 21 ] 23 24 25
1 1 e O I
MGV-GENOME-0230787: 7,743-21,365 (+)
endolysin (CDS_0021) capH (CDS_0031)
25 33
19 20 | 2223 24] 26 2728 29 32] 34 35 transposase (CDS_0036)

NN N S—
IMGVR_UViG_3300029612 000416|3300029612\630245127 100796\3 -36344: 9 340 28, 319( )

amidase (CDS_0021)
19 20 22

MGV-GENOME-0261095: 9,340- 24781( )

retron_type_VI_hth_cluster2_1 (CDS_0027)
amidase (CDS_0023)

21 22 | 25 29

I E— S S R S—
uvig 551183:9,796-24,852 (+)

Sigma L (VF0855) (CDS_0030)

amidase (CDS_0023) 27 integrase (CDS_0031)
21 22 [ 24 25 26 28 29 | 32 33 34 35 36
n—_m:s_kg!ugmmg

uvig 50843:9,449-36,219 (+)

endolysin (CDS_0023)
21 22 | 24 25 26

I | —— —
MG\/ GENOME-0299707:9,449-25 433( )

amidase (CDS_0021)
19 20 | 22 23 24 25

MG\/ GENOME-0235139:8,969- 23 132( )
amidase (CDS_0021)
19 20 22 23

— 5 ]
MGV-GENOME-0277966:9,477- 24 889( )

amidase (CDS_0022)
20 21 [ 2324 25

MGV-GENOME-0256449:9,477-22,208 (+)

amidase (CDS_0021)
19 20 | 2223

uvig_508864:9,443-20,970 (+)

22

21]
19 20[ |23 24 25

MGV-GENOME-0228557:9,181-22,446 (+)
19 20 21 22

e e —
MGV-GENOME-0225189:9,123-21,685 (+)
19 20 21 22 23

I S | I . L N |
MGV-GENOME-0230384: 8,969-22,491 (+)

21 22 23 24 25
I B . I B . N —
MGV-GENOME-0269139: 9,465-23,385 (+)

19 20 21 22 23
A | I N
MGV-GENOME-0268702: 9,443-23,014 (+)
19 20

- | 1
MGV-GENOME 0215066: 8.969.19.768 (+)
19 20

I
MGV-GENOME-0210883: 8,956-1-8,946 (+)

19 20
I N S [
uvig_46213:9,340-19,564 (+)

20 21

MGV-GENOME-0213072: 10,384-20,323 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptiong regulator (CDS_0025)
endolysin (CDS_0021)
19 20 | 22 23

26 27 28

!%

- BN DN S
uvig 183290: 9,298-24,483 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptional regulator (CDS_0025)
amidase (CDS_0021)
19 20 | 22 23

26

|
!%

MGV-GENOME-0253075:9,123-23,243 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance trqpscriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptional regulator (CDS_0025)

amidase (CDS_0021)
19 20 | 22 23 26 27 28 29
PO bF DD+ O aCHbD

MGV-GENOME-0292147:9,303-28,110 (+)
amidase (CDS_0021)
19 20 | 22 23 24 25

IMGVR_UViG_3300045988_128992|3300045988|Ga0495776_167743:9,171-23,280 (+)

endolysin (CDS_0021)
19 20 [ 22 23 24

uvig 179746:8,971-21,697 (+)
amidase (CDS_0021)

23
19 20 | 22] 24
e~ ———————— "~~~ T ——e i |

MGV-GENOME-0226512:9,120-21,914 (+)
amidase (CDS_0021)

19 20 | 22T

1
!A

MGV-GENOME-0213946:8,968-20,148 (+)
amidase (CDS_0021)
19 20 [ 22 23

MGV-GENOME-0219239:8,966-21,112 (+)

amidase (CDS_0022)
20 21 [ 2324

MGV-GENOME-0220665: 10,382-21,683 (+)
endolysin (CDS_0022)
23
20 21 | [24

MGV-GENOME-4404944: 10,243—-21,392 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
transcriptionﬂ regulator (CDS_0025)
amidase (CDS_0021)
19 20 | 22 23 26 27 32

I
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|
I

IMGVR_UViG_3300045988_138828|3300045988|Ga0495776_157707:8,965-24,699 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)

amidase (CDS_0021)  capH (CDS_0024)
19 20 [ 22 23 T 25 | 2728 29 30 31 32 33
Do DL L ) —C 4D DPDEDE - C H—CCHDID

IMGVR_UViG_3300045988_132029|3300045988|Ga0495776_055849:9,435-32,717 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0025)
endolysin (CDS_0021)  capH (CDS_0023)
19 20 [ 22 T 24 | 2627 28 29 30 31 32

|- I . —
uvig_185617:9,435-32,588 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021)  capH (CDS_0024) major tail protein (CDS_0029)
19 20 | 22 23 T 25 | 2728 30 31 32 33
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IMGVR_UViG_3300045988_141494|3300045988|Ga0495776_095014:9,122-32,234 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
transposase (CDS_0022)
endolysin (CDS_0021) capH (CDS_0024;
19 20 | 23 25 | 2728 29 30 31 32 33

8
<

uvig_155279:8,968-33,036 (+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
transposase (CDS_0022)

amidase (CDS_TOOZ 1) capH (CDS_0024
19 20 | 23 T 25 | 2728 29 30 31 32 33

MGV-GENOME-0285832:8,968-32,500 (+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) capH (CDS_0024)  major tail protein (CDS_0029)

19 20 | 22 23 T25s | 2728 30 31 32 33

MGV-GENOME-0288476:9,598-32,952 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0025)
endolysin (CDS_0021)
—FapH (CDS_0023) major tail protein (CDS_0028)
19 20 | 22 | 24 | 2627 29 30 31 32

N I . | __§ _}§ ] | I —
uvig_425118:9,477-30,718 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0026)
transposase (CDS_0022)
amidase (CDS_0021) capH (CDS_0024) major tail protein (CDS_0029)
19 20 | 23 T 25 | 2728 30 31 32 33

I — E— E— E— —— ——
IMGVR_UViG_3300045988_169791|3300045988|Ga0495776_092959:8,968-33,509 (+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
transposase (CDS_0022)
amidase (CDS_0021) capH (CDS_0024) major tail protein (CDS_0029)
19 20 | 23 T25 | 2728 30 31 32 33

MGV-GENOME-0292038: 8,968-33,509 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
endolysin (CDS_0021)  capH (CDS_0024) major tail protein (CDS_0029)
19 20] 22 23 T 25 | 2728 30 31 32 33

I EEE——— N
uvig_157129:8,968-32,168 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0026)
amidase (CDS_0021) capH (CDS_0024)  major tail protein (CDS_0029)
19 20 | 22 23 T25 | 2728 30 31 32 33

MGV-GENOME-0285625: 9,180-32,407 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0026)
amidase (CDS_0021) capH (CDS_0024)  major tail protein (CDS_0029)
19 20 [ 22 23 T25 | 2728 30 31 32 33

IMGVR_UViG_3300045988_165742|3300045988|Ga0495776_095141:9,187-32,433 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0025)
capH (CDS_0023)
19 202122 | 24 | 2627 28 29 30 31 32

OTU_1943:9,259-30,385 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0027)
transposase (CDS_0023)

amidase (CDS_0022) capH (CDS_0025) major tail protein (CDS_0030)
20 21 \ 24 T 26 | 2829 31 32 33
- I I S — e— I S —

MGV-GENOME 0290028: 10,023-33,536 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021)  major tail protein (CDS_0026)
19 20 T 22 | 2425 27 28 29
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— . S E— — E—
MGV-GENOME-0277050: 9,122-30,754 (+)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021;
19 20 T 22 | 2425 26 27
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MGV-GENOME-0276292: 8,968- 30 976 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021)  major tail protein (CDS_0026)

19 20 T 22 | 2425 27 28 29 30
e ————————————————————— ] I I I —— N
IMGVR_UVIG. 3300045988, 15/644/3300045988|Ga0495776 027997 9,306-31,026 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021)
19 20 T 22 | 2425 26 27 28 29 30

MGV-GENOME-0275772:8,965-30,259 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021)  major tail protein (CDS_0026)
19 20 T22 | 2425 27 28

N
0
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o

MGV-GENOME-0274723:9,122-30,292 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
capH (CDS_0021)
19 20 T22 | 2425 26 27 28 29
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A (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0024)
transposase (CDS_0020) capH (CDS_0022) major tail protein (CDS_0027)

19 21 123 | 2526 28 29 30 31
Y S N | B I EEEE—— . N S —
IMGVR_UViG_3300045988_166356|3300045988|Ga0495776_027780:9,122-31,242 (+)

Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0023)
capH (CDS_0021)
19 20 T22 | 2425 26 27 28 29 30

N S N I L NN | &} | N —
uvig_177457:8,965-30,625 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0024)
capH (CDS_0022)
19 20 21 T 23 | 2526 27 28 29 30 31

MGV-GENOME-0281144:9,187-31,562 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0027)
20 22 capH (CDS_0025) major tail protein (CDS_0030)
19 J21] 23 24 T 26 | 2829 31 32 33 34

I E—— I E————
IMGVR_UViG_3300014800_000202|3300014800|Ga0134399_1000143|571-43571: 9,123-32,118 (+)

Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0027)

21 capH (CDS_0025) major tail protein (CDS_0030)
19 20[2223 24 T 26 | 2829 31 32 33 34
DO 0L oo C—4DDPDEDE € H—CCHbiD

IMGVR _UViG_3300045988 147713|3300045988|Ga0495776_055863:9,120-32,579 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

T Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)
transcriptional regulator (CDS_0025) T
endolysin (CDS_0021) capH (CDS_0027,
19 20 | 22 23 26 T 28 | 3031 32 33 34 35 36
oo — ObE P D¢ —C 1 —COPBDETDE ¢ H—CCHDD

IMGVR_UViG_3300029857_000426|3300029857|Ga0245297_1000093|112226-158146: 9,120-35,183 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcrlptlonal regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0028)

amidase (CDS_0021) capH (CDS_0026)
19 20 | 22 23 25 T 27 | 2930 31 32 33 34 35

IMGVR_UViG_3300045988_169644|3300045988|Ga0495776_132754:8,968-33,994 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)
amidase (CDS_0021) capH (CDS_0027) major tail protein (CDS_0032)
19 20 | 22 23 25 26 T 28 | 3031 33 34 35 36
PO P O )OO C—a0BPDETT < KH—CKHDD
5 A - L I E S DD B E— N
MGV-GENOME-0295110:9,114-34,531 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
T Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)
transcriptional regulator (CDS_0025) I
amidase (CDS_0021) capH (CDS_002 major tail protein (CDS_0032)
19 20 [ 22 23 T 26 T 28 | 3031 33 34 35 36
PO D O )—G—HO—C—d0DPDETTTHT H-C K—CICHDD
S - L I . & . | W ] N

IMGVR_UViG_3300045988_168317|3300045988|Ga0495776_163846:8,968-34,706 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0027)
amidase (CDS_0021) capH (CDS_0025)
19 20 | 22 23 24 T 26 | 2829 30 31 32 33 34 35

MGV-GENOME-0291543:8,971-33,766 (+)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0027)

amidase (CDS_0021) capH (CDS_0025)
19 20 | 22 23 24 T 26 | 2829 30 31 32 33 34
15 O, S— ] 't S BEDEEDE O C H—OCHDD

IMGVR_UViG_3300045988_142292|3300045988|Ga0495776_132699:8,968-33,966 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0028)

transcriptionél regulator (CDS_OOZT

amidase (CDS_0021) capH (CDS_0026)
T 27 | 2930 31 32 33 34 35

19 20 | 22 23
| I S — - -, I S D N L — 3 |

uvig_509789:9,303-33,867 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0028)
amidase (CDS_0021) capH (CDS_0026)
19 20 [ 22 23 25 127 | 2930 31 32 33 34 35

MGV-GENOME-0295274:9,329-34,579 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

T Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)
transcriptional regulator (CDS_0025) T
endolysin (CDS_0021) capH (CDS_0027,
19 20 [ 22 23 26 T 28 | 3031 32 33 34 35 36
5 O, F—, N/ g T VS g 1 S Y Sy W Wy

MGV-GENOME-0314159:9,123-35,391 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)

T Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0029)
transcriptional regulator (CDS_0025) I
endolysin (CDS_0021) capH (CDS_002
1920 [ 22 23 26 T28 | 3031 32 33 34 35 36

MGV-GENOME-0305926: 8,969-34,884 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
Lipoprotein diacylglyceryl transferase Igt (VF0790) (CDS_0033)
transposase (CDS_0027)
tr;r'gposase (CDS_0029)
25 capH (CDS_0031
26| 28 30 32 | 3435 36 37 38 39 40

amidase (CDS_0021)
19 20 | 22 23
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IMGVR _UViG_3300045988_166431|3300045988|Ga0495776_030022: 9,120-36,809 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0023)
transposase (CDS_0019) capH (CDS_0021 major tail protein (CDS_0027)
20 22 ‘ 2425 26 28 29 30 31

—

H|
£

{

I I — I N I D N I B  — N D —
uvig_38695:9,435-31,372 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0024)
capH (CDS_0022)  major tail protein (CDS_0027)
15 20 21 T 23 | 2526 28 29 30 31

MGV-GENOME-0274080: 8,278-30,009 (+)
Lipoprotein diacylglyceryl transferase Igt (VFO790) (CDS_0021)
transposase (CDS_0017) capH (CDS_0019,
13 T 18 T20 | 2223 24 25 26 27 28

IMGVR_UViG_3300029105_000174|3300029105|Ga0169199_1000437:7,357-28,806 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0037)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
VirR/VirS two component system (VF0729) (CDS_0027)
transcriptional regulator (CDS_0025)
endolysin (CDS_0020) 30 36
18 19 | 2122 23 ‘ 2829 31 32 33 34 35] |38 39 40 41 42

26

I
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MGV-GENOME-0317490:8,965-36,423 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0024)
VirR/VirS two component system (VF0729) (CDS_0027)
transcriptional regulator (CDS_0025)
amidase (CDS_0021) trans reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0035)
19 20 | 2223 26 28 2930 31 32 33 34[3 37 38 39 40

2] 2 n 2 2 a6 37 -

IMGVR_UViG_3300045988_167745|3300045988|Ga0495776_136164:8,968-35,951 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0025)
VirR/VirS two component system (VF0729) (CDS_0028)
transcriptional regulator (CDS_0026)

endolysin (CDS_0020) trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0036)
21 23 35 tRNA-Pro(CGG)
T 227 24 29 30 31 32 33 34] |37 38 39 [ 40 41 42 43 44

18 19

27

|
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MGV-GENOME-0314693:8,969-38,796 (+)
1718 19
- n - I
MGV-GENOME-0231674:7,525-17,932 (+)
192021 26 27 DNA transposition protein (CDS_0029)

uvig_511795:9,374-23,668 (+)
19

MGV-GENOME-0215718:9,374-22,374 (+)
192021 22 23 24

————— —— T W e
uvig_258351:9,338-27,458 (+)

1920 21

R . - D S —
uvig_239677:9,246-23,286 (+)
Tad2 anti-Thoeris (APIS029) (CDS_0021)
20
1912223 24 2930

‘
|
|
\

MGV-GENOME-0300513: 9,440-24,683 (+)
19 20 21 22 23 24 25 26

MGV-GENOME-0245831:8,840-29,023 (+)
18 1920 21 22 28

————— " e |
uvig_479409:8,030-24,608 (+)

Tad2 anti-Thoeris (APIS029) (CDS_0021) 2T7
19 20[2223 24 25 26 28 29 30 31 DNA helicase (CDS_0032)
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\
|
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MGV-GENOME-0282553: 9,250-34,650 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0025)
Tad2 anti-Thoeris (APIS029) (CDS_0021)
19 202223 24 | 26

OTU_3320:9,250-26,332 (+)

10000 nt {
DNA, RNA and nucleotide metabolism connector integration and excision lysis tail transcriptionregulation unknown function defence (PADLOC) virulence (VFDB)
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anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
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