anti-SOS response (AP1S132) (CDS_0029) anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0038)
DNA methyltransferase (CDS_0033)
etron_VI_HTH (CDS_0032)

holin (CQS_0024) ‘ DNA methyltransferase (CDS_0034) RusA-like Holliday junction resolvase (CDS_0042)
endolysin (CDS_0026) capH (CDS_OOSO) replication initiation protein
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IMGVR_UViG_3300008063_000010|3300008063|Ga0113867_100929: 14,214-30,109 (+)
endolysin (CDS_0026)
holin (CDS_0024)| integrase (CDS_0028)
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MGV-GENOME-0225764:14,214-26,191 (+)

retron_type_VI_hth_cluster2_1 (CDS_0032)
holin (CDS_0024) PDC-M69A_WP_216276383.1 (CDS_0030)
endolysin (CDS_0026)  anti-SOS response (APIS132) (CDS.0029)
23 | 25 integrase (CDS_0027) 28 | 31 3 34
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uvig 149292: 13,909-28,906 (+)
anti-SOS response (AP1S132) (CDS_0029)
DNA methyltransferase (CDS_0033)
etron_VI_HTH (CDS_0032)
DNA methyltransferase (CDS_0034)
holin (CDS_0024) capH (CDS_0030) 35
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IMGVR_UViG_3300045988_119947|3300045988|Ga0495776_009088: 13,919-30,493 (+)
DNA methyltransferase (CDS_0030)

holin (CDS_0023) DNA methyltransferase (CDS_0031)
endolysin (CDS_0025) UmuD-like protein (CDS_0028) | Arc-like repressor (CDS_0032)
22 | 24 26 27 29 \ 133 34

MGV-GENOME-0260792: 13,911-29,648 (+)
retron_type_VI_hth_cluster2_1 (CDS_0033)
PDC-M69A_WP_216276383.1 (CDS_0031)
anti-SOS response (APIS132) (CDS'0030) 36
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IMGVR_UViG_3300030442_000272|3300030442|Ga0168840_100082|41073-79120: 14,255-30,467 (+)
retron_type_VI_hth_cluster2_1 (CDS_0026)
PDC-M69A_ WP_216276383.1(CDS_0024)
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IMGVR_UViG_3300029529_000181|3300029529|Ga0244862_100159|10578-44612:14,255-25,818 (+)

DNA methyltransferase (CDS_0022)
23 24 2526

!
|
I*
|
|
|

uvig 217171:13,913-24,862 (+)
retron_type_VI_hth_cluster2_1 (CDS_0032)
anti-SOS response (AP1S132) (CDS_0028)
holin (CDS_0024) FtsK/SpolllE-like protein (CDS_0029), replication initiation protein (CDS_0041)
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uvig_52296:13,919-31,299 (+)

holin (CQS_0024) anti-SOS response (APIS132) (CDS_0028)
endolysin (CDS_0025) transcriptional repressor (CDS_0031)
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IMGVR_UViG_3300029234_000234(3300029234|Ga0168698_100240|20397-58500: 13,909-29,342 (+)
retron_type_VI_hth_cluster2_1 (CDS_0029)
PDC-M69A_WP_216276383.1EDS_0028)
anti-SOS response (APIS132) (CDS_0027)
holin (CDS_0023) DNA methyltransferase (CDS_0030)
endolysin (CDS_0024) DNA methyltransferase (CDS_0031)
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IMGVR_UViG_3300045988_147814|3300045988|Ga0495776_153914:13,907-30,840 (+)
transcriptional repressor (CDS_0027)
endolysin (CDS_0024)
integrase (CDS_0026)
holin (CDS_0023) 25

28 29 30 35
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uvig_168292:14,255-26,866 (+)

23 24 29

MGV-GENOME-0205384: 13,909-22,116 (+)
6000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
— I

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




