portal protein (CDS_0005)

34 DarB-like antirestriction (CDS_0006)

o —
MGV-GENOME-0272909:2,453-40,376 (+)

- —
MGV-GENOME-0288194: 2,453-38,907 (+)

- —
MGV-GENOME-0270362: 2,453-39,874 (+)

1
MGV-GENOME-0256170:2,453-37,322 (+)

1
MGV-GENOME-0279059:2,453-41,575 (+)

1
MGV-GENOME-0288017:2,453-40,484 (+)
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transcriptional regulator (CDS_0014)
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transcriptional regulator (CDS_0013)
9 10 11 12 |14 15

transcriptional regulator (CDS_0012)
8 9 10 11 [13 14

——
MGV-GENOME-0265543:2,122-38,961 (+)

DarB-like antirestriction (CDS_0005)

transcriptional regylator (CDS_0011)
drt-UG3 DRT (CDS_0010)
8 9 |12 13

- —
MGV-GENOME-0272531:2,453-40,306 (+)

o —
MGV-GENOME-0248646:2,453-36,051 (+)

[
MEV*GENOM E-0234838:2,453-33,810 (+)

WG\/—GENOME-O%QSQS: 2,122-33,939 (+)

o —
MGV-GENOME-0241454:2,453-34,952 (+)

- —
MGV-GENOME-0269542:2,453-39,718 (+)

- —
MGV-GENOME-4417322:2,453-37,738 (+)

= —
MGV-GENOME-0265699:2,453-38,989 (+)

o —
MGV-GENOME-0278806: 2,453-37,037 (+)

o —
MGV-GENOME-0257247:2,453-37,505 (+)

T, — ] ——— ]
9 10 11

i
9 11 12 13

9 10 11

Ty ———————————————— — ] ] ]
9 10 11

9 10 11

= —
MGV-GENOME-0252521:2,453-36,693 (+)

1
MGV-GENOME-0270135:2,453-39,831 (+)

(1
MGV-GENOME-0264457:2,453-38,766 (+)

- —
MGV-GENOME-02255%94:2,453-32,030 (+)

- —
MGV-GENOME-0261586: 2,453-38,264 (+)

- —
MGV-GENOME-0259159: 2,122-37,828 (+)

- —
MGV-GENOME-0325176:2,453-44,132 (+)

B
MGV-GENOME-4406463:2,453-31,877 (+)

|
MGV-GENOME-0238117:2,136-31,494 (+)

- —
MGV-GENOME-0226489:2,467-32,187 (+)

T ——
MGV-GENOME-0237980: 2,136-31,703 (+)

——
MGV-GENOME-0227324:2,136-32,337 (+)

o —
MGV-GENOME-0272462:2,453-34,489 (+)
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virion structural protein (CDS_0011)
virion structural protein (CDS_0012)
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virion structural protein (CDS_0011)
virion structural protein (CDS_0012)
7 9 10 \ 13 14

—
MGV-GENOME-0252385:2,467-36,671 (+)

——
MGV-GENOME-0230036: 2,122-32,856 (+)

- —
MGV-GENOME-0230195:2,122-32,887 (+)

——
MGV-GENOME-0246558:2,122-35,713 (+)

——
MGV-GENOME-0221900: 2,149-31,410 (+)

virion structural protein (CDS_0010)
virion structural protein (CDS_0011)

12

8 910 11

- —
MGV-GENOME-0245812:2,122-32,914 (+)

8 9

— —
MGV-GENOME-0227073:2,122-32,292 (+)

——
MGV-GENOME-0251864:2,122-36,586 (+)

- —
MGV-GENOME-0222992:2,453-31,597 (+)

— —
MGV-GENOME-0257201:2,122-35,065 (+)

——
MGV-GENOME-0246595:2,122-33,393 (+)

T —
MGV-GENOME-0219375:2,122-30,984 (+)

-
MGV-GENOME-0249636:2,122-36,216 (+)
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910 11 12

- —
MGV-GENOME-0265048: 2,447-38,884 (+)

- —
MGV-GENOME-0248043:2,447-35,967 (+)

- —
MGV-GENOME-0270431:2,447-37,627 (+)

- —
MGV-GENOME-0269617:2,447-39,746 (+)

N
MGV-GENOME-0256257:2,447-37,355 (+)

N
MGV-GENOME-0269391:2,447-39,703 (+)
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transcriptional regulator (CDS_0012)
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transcriptional regulator (CDS_0010)
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- —
MGV-GENOME-0270299: 2,447-39,368 (+)

- —
MGV-GENOME-0267632:2,447-38,135 (+)
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transcriptional regulator (CDS_0013)
1
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- —
MGV-GENOME-0268147:2,447-39,476 (+)

- —
MGV-GENOME-0253720: 2,447-36,165 (+)

o —
MGV-GENOME-0272066: 2,447-40,234 (+)

- —
MGV-GENOME-0278579:2,447-41,501 (+)
- —

MGV-GENOME-0261450: 2,149-38,238 (+)
——
MGV-GENOME-0271285:2,149-37,018 (+)

5

- —
MGV-GENOME-0261599:2,478-37,867 (+)
- ——

MGV-GENOME-0257158: 2,149-37,485 (+)

- —
MGV-GENOME-0261489:2,149-38,244 (+)

——
MGV-GENOME-0264063: 2,149-37,580 (+)
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——
MGV-GENOME-0263006: 2,149-37,585 (+)

- —
MGV-GENOME-0228590:2,149-31,279 (+)

— —
MGV-GENOME-0266371:2,149-39,105 (+)

——
MGV-GENOME-0257521:2,149-36,275 (+)

——
MGV-GENOME-0236265:2,149-33,342 (+)

— —
MGV-GENOME-0227702: 2,149-32,405 (+)

——
MGV-GENOME-0252566: 2,155-36,700 (+)

- —
MGV-GENOME-0246936:2,149-35,769 (+)

Ty ] ] ]|
8 9 10
N B N S R S —

transcriptional regulator (CDS_0010)
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— ——
MGV-GENOME-0264902: 2,149-37,585 (+)

——
MGV-GENOME-0253127:2,149-35,147 (+)

—
MGV-GENOME-0262654:2,943-35,701 (+)

——
MGV-GENOME-0252629: 2,943-35,446 (+)

——
MGV-GENOME-0257796:2,149-37,599 (+)

——
MGV-GENOME-0266313: 2,149-36,075 (+)

I —
MGV-GENOME-0248696: 2,149-36,057 (+)

— —
MGV-GENOME-0247849:2,149-34,578 (+)

T —
MGV-GENOME-0261857: 2,149-38,310 (+)
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8 9 10 11 12
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I —
MGV-GENOME-0251336:2,149-36,487 (+)

— ——
MGV-GENOME-0267024: 2,149-38,253 (+)

——
MGV-GENOME-0247480: 2,149-35,853 (+)

——
MGV-GENOME-0294326: 2,149-44,764 (+)

——
MGV-GENOME-0306644: 2,149-44,734 (+)

———
MGV-GENOME-0286266: 2,149-42,101 (+)

- —
MGV-GENOME-0280125:2,149-41,787 (+)

———
MGV-GENOME-0290398: 2,149-40,622 (+)

——
MGV-GENOME-0277149:2,149-41,189 (+)

— —
MGV-GENOME-0295410: 2,149-42,713 (+)

— —
MGV-GENOME-0287493:2,149-42,056 (+)

— —
MGV-GENOME-0301720: 2,149-42,904 (+)

= —
MGV-GENOME-0274534:2,453-40,671 (+)
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|
MGV-GENOME-0296573:2,453-40,208 (+)

[
MGV-GENOME-0287401:2,122-39,595 (+)

i —
MGV-GENOME-0293488:2,453-43 491 (+)

- —
MGV-GENOME-0283208: 2,453-42,372 (+)

- —
MGV-GENOME-0297058:2,453-42,751 (+)

o —
MGV-GENOME-0294425:2,453-39,620 (+)

e —
MGV-GENOME-0295148:2,453-39,525 (+)
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transcriptional regulator (CDS_0017)
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transcriptional regulator (CDS_0015)
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transcriptional regulator (CDS_0015)
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—
MGV-GENOME-0295725:2,453-42,062 (+)

N
MGV-GENOME-0301097:2,122-41,714 (+)

- —
MGV-GENOME-0275863:2,122-39,879 (+)

——
MGV-GENOME-0271451:2,122-38,997 (+)

——
MGV-GENOME-0292874:2,122-40,713 (+)

——
MGV-GENOME-0287324: 2,122-39,280 (+)

T —
MGV-GENOME-0293967:2,122-41,281 (+)

T —
MGV-GENOME-0266724:2,122-39,182 (+)

——
MGV-GENOME-0255236:2,122-37,163 (+)

T —
MGV-GENOME-0275064: 2,122-40,776 (+)

— —
MGV-GENOME-0272686: 2,122-40,335 (+)

—— —
MGV-GENOME-0225605: 1-32,032 (+)

— - —
MGV-GENOME-0225048:1-31,936 (+)
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transcriptional regulator (CDS_0008)
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transcriptional regulator (CDS_0008)
6 7 ]9 10
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—— E—
MGV-GENOME-0250121:1-34,900 (+)

7 8

| N S
MGV-GENOME-0276014: 1-35,208 (+)

5

transcriptional regulator (CDS_0011)

DNA methyltransferase (CDS_0006) 9 10 Tlg 13

—
MGV-GENOME-0271406: 2,756-38,805 (+)

9 10 11

I
MGV-GENOME-0264741:2,756-37,858 (+)
12 13 14

N S . E——
MGV-GENOME-0228039: 24,441-32,467 (+)
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head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)
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