bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0033)
phosphoheptose isomerase (CDS_0031)
cysteine dioxygenase (CDS_0030)
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Station76_DCM_ALL _assembly_ NODE_329_length_49984 cov_9.267981:17,742-24,650 (+)
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Station65_SUR_ALL assembly NODE_584 length_29804 cov_4.205553:10,287-17,216 (-)
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Station64_MES_COMBINED_FINAL_NODE_1887_length_26061_cov_4.979082:7,504-13,763 (-)

glycosyltransferase (CDS_0019) 17 13
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Station155_DCM_ALL _assembly NODE_2864 length 25373 cov_8.319220:6,799-13,868 (-)
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Station175_Z77 ALL _assembly NODE_2160_length_23123_cov_16.815459:20,493-23,121 (+)
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