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MGV GENOME- 0271602 13 073-37,220 (+)
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MGV-GENOME-0264248:13,073-37,651 (+)
O-antigen (VF0392) (CDS_0034) 48
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MGV-GENOME-0181452: 13,073-23,342 (+)
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MGV-GENOME-0262836:13,428-25,920 (+)
Reverse transcriptase (CDS_0033)
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MGV GENOME 0203298:13,428-27,008 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0029)
MutT/NUDIX hydrolase (CDS_0032)
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uvig_287414:13,428-30,337 (+)

acetyltransferase (CDS_0035)
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uvig 47837:14,497-30,017 (+)
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