
uvig_24122: 19,021-31,899 (+)

19

DNA polymerase processivity factor (CDS_0020)

21 22
replication initiation protein (CDS_0023)

24 25 26 27 28 29 30 31 32

queuine tRNA-ribosyltransferase (CDS_0033)

34

Dpd__QueD (CDS_0035)
Dpd__QueE (CDS_0036)

GTP cyclohydrolase

uvig_494296: 21,357-34,040 (+)

27 28
transcriptional regulator (CDS_0029)

30 31

SAMEA2579984_a1_ct73412_vs1: 25,605-37,869 (+)

replication initiation protein (CDS_0025) 26 27 29 30
transcriptional regulator (CDS_0031)

32 33 34 35

uvig_445913: 19,566-31,343 (+)

24 25 27
transcriptional regulator (CDS_0028)

29 30 31 Dpd__FolE (CDS_0036)

uvig_155972: 21,102-32,833 (+)

24 26
transcriptional regulator (CDS_0027)

28 29 ParB-like partition protein (CDS_0030)

uvig_116836: 20,779-31,125 (+)

28
transcriptional regulator (CDS_0029)

30 31

MGV-GENOME-0263819: 27,806-38,607 (+)

37 38 39
transcriptional regulator (CDS_0040)

41 42 43

uvig_331420: 30,539-39,405 (+)

35 36 37

5000 nt
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