
MGV-GENOME-0329307: 34,244-42,650 (+)

58 59

Lar-like restriction alleviation protein (CDS_0060)

61
HNH endonuclease (CDS_0062)

63 64 65
MTase_II_00157 Type (CDS_0066)

67

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0068)

69 70 IetA_00002 (CDS_0071) 72 73 74

IMGVR_UViG_3300045988_083859|3300045988|Ga0495776_091230: 36,066-43,180 (+)

MTase_II_00157 Type (CDS_0065) 66
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0067)

DNA methyltransferase (CDS_0068)

uvig_197240: 34,134-42,835 (+)

62 MTase_II_00157 Type (CDS_0065)
DNA methyltransferase (CDS_0066)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0067)

DNA methyltransferase (CDS_0068) 70 71 72

OTU_767: 33,357-42,286 (+)

phosphoadenosine phosphosulfate reductase (CDS_0063)

phosphoadenosine phosphosulfate reductase (CDS_0064)

65

MTase_II_00172 Type (CDS_0066)

67
DruM2_00001 DNA (CDS_0068)

69 70

uvig_183644: 33,007-40,912 (+)

55 56

phosphoadenosine phosphosulfate reductase (CDS_0060)

MTase_II_00107 Type (CDS_0061)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0062)

63 DNA methyltransferase (CDS_0064) DNA invertase (CDS_0069)

MGV-GENOME-0317433: 33,007-40,857 (+)

60
MTase_II_00107 Type (CDS_0061)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0062)

63 64

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)


