toxin-antitoxin system HicB-like (CDS_0039)
ﬁS,Smamea (CDS_0040)

capH (CDS_0041) 44 46 47 52
37 38 | 4243145484950 51 |53 DNA binding protein (CDS_0054)
| ]

uvig 236358:27,297-35,016 (+)
toxin-antitoxin system HicB-like (CDS_0040)
UmuD-like protein (CDS_0042)

S_Sma_Sma (CDS_0041) 51
toxin (CDS_0039) | 434445 4647 4849 50] 5253
I

uvig_597532:30,503-40,069 (+)
retron_type_VI_hth_cluster2_1 (CDS_0045)
toxin-antitoxin system HicB-like (CDS_0041)
PDC-S13_WP_097300085.1 (CDS_0042)
AbiD_AbiD (CDS_0043) 49 5153 55
40 ‘ 44 | 46 4748 [50] 52] 54 [ 5657

N -
IMGVR_UVIiG_3300014799_000172|3300014799|Ga0134377_1000187|17801-63883:27,299-37,458 (+)
retron_type_VI_hth_cluster2_1 (CDS_0036)
toxin-antitoxin system HicB-like (CDS_0032)
PDC-S13_WP_097300085.1 (CDS_0033)

tail fiber protein (CDS_0027) L AbiD_AbiD (CDS_0034) 40 42 44 46
25 26 28 29 toxin (CDS_0031) 35 37 3839 [41] 43] 45 [ 4748
N S -

uvig_378561:17,697-30,812 (+)
retron_type_VI_hth_cluster2_1 (CDS_0045)
toxin-antitoxin system HicB-like (CDS_0042) retron_type_VI_hth_cluster2_1(CDS_0052)
PDC-522_WP_003530377.1 (CDS_0043)
toxin (CDS_0041) 44 | 46474849 50 51 53 54

T H i DDEDC HDADEHD-D

I - -
uvig_413771:28,875-37,779 (+)
retron_type_VI_hth_cluster2_1 (CDS_0037)

toxin-antitoxin system HicB-like (CDS_0034) retron_type_VI_hth_cluster2_1 (CDS_0044)
PDC-522_WP_003530377.1 (CDS_0035)
29 30 31 toxin (CDS_0033) 36 | 38394041 42 43 45 46

PEEDEDI— - —EE @O O DAD-CHHDEDEHD-)

I - -
SAMNO5414902_al ct8728 vs1:17,662-30,731 (+)
UmuD-like protein (CDS_0044)
toxin-antitoxin system HicB-like (CDS_0040) 47
PDC-519 WP_106843225.1 (CDS_0043) 48
39 | 4142 | a5 46TT@@

I
IMGVR_UViG_3300029795_000385|3300029795|Ga0243742_1000075|15468-60402: 27,905-36,323 (+)

toxin-antitoxin system HicB-like (CDS_0032) UmuD-like protein (CDS_0037)
PDC-519_ WP_106843225.1 (CDS_0036) 40
AbiD_AbiD (CDS_0035) 41
29 31 33 34 38 39 | T4243
OO D X

uvig 118943:18,827-31,483 (+)
UmuD-like protein (CDS_0046)

toxin-antitoxin system HicB-like (CDS_0042) 49
PDC-519_WP_106843225.1 (CDS_0045) 50 54
toxin (CDS_0041)43 44 \ 4748 | [515253 retron_type_VI_hth_cluster2_1(CDS_0055)
I -
uvig_167666:29,341-38,441 (+)
52
toxin-antitoxin system HicB-like (CDS_0044) 53

43 45 46 47 4849 50 51| [5455

a1 HE-PDC-DE-CHIPDATHETD-D

IMGVR_UViG_3300000330_000101|3300000330|EM175_1012391]14922-60977: 30,146-37,870 (+)
baseplate wedge subunit

tail fiber protein (CDS_0025) PDC-S19_WP_106843225.1 (CDS_0033)
tail protein (CDS_0024) tail spike protein (CDS_0029) UmUD-like protein (CDS_0034) 38
23 \ 27 28 | 31 32 | 35 36 37 [ 3940

A = |

uvig 400361: 15,995-28,924 (+)
PDC-S19_WP_106843225.1 (CDS_0039) retron_type_VI_hth_cluster2_1 (CDS_0049)

tail fiber protein (CDS_0030) endolysin (CDS_0036) UmUD-like protein (CDS_0040) 44 46 48
29 31 32 33 34 35 37 38 | 41 42 43 [45 [47]
DD ——1 <« 0 ) ¢ ] D

uvig 82867:17,105-34,402 (+)
PDC-519_WP_106843225.1 (CDS_0032)
capH (CDS_0034)
31 33 | 3536 37

uvig 150644:18,908-27,039 (+)
retron_type_VI_hth_cluster2_1 (CDS_0039)
retron_type_VI_hth_cluster2_1(C DS_(%SS)
PDC-S22_WP_003530377.1 (CD?_0033)
AbiD_AbiD (CDS_0032) capH (CDS_0034) 40
30 31 | T l363738 | T414243

uvig 346726:17,266-30,067 (+)

} 6000 nt {

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC)
—




