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MGV-GENOME-0253488: 14,455-29,181 (+)
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MGV-GENOME-0286555:15,040-31,966 (+)
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uvig_134057:15,069-34,693 (+)

integrase (CDS_0025)
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uvig 197342:15,217-42,782 (+)
peptidase (CDS_0028)
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methyltransferase (CDS_0029)
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uvig 103456:14,902-31,393 (+)
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MGV-GENOME-0234761:24,967-32,456 (+)
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