
MGV-GENOME-0253488: 24,677-32,470 (+)

30 31 32 33 34 3536 37 38 39

uvig_16387: 23,307-31,100 (+)

31 32 HNH endonuclease

SAMN05827219_a1_ct1530_vs1: 27,975-37,587 (+)

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0036)
37 38

uvig_534891: 27,002-36,486 (+)

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0031)
32 33 37

uvig_217605: 28,350-38,216 (+)

RM_Type_II__Type_II_MTases_FAM_23 (CDS_0031) 32 33

IMGVR_UViG_3300045988_184608|3300045988|Ga0495776_181547|213-36022: 25,325-34,247 (+)

MTase_II_00058 Type (CDS_0033)
REase_II_00134 Type (CDS_0034)

35

MGV-GENOME-0287486: 24,091-34,542 (+)

MTase_II_00058 Type (CDS_0031)
REase_II_00134 Type (CDS_0032)

33 34

IMGVR_UViG_3300045988_163916|3300045988|Ga0495776_178193: 17,364-34,669 (+)

22 23 24 25 26 27 30 31 32 36

MGV-GENOME-0273167: 17,364-34,669 (+)

23 30 31 32

MGV-GENOME-0272808: 26,174-35,145 (+)

31 32 33

6000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


