amidase (CDS_0031)

29 30 32 40 41 42

[
o
w
el

33 3435 36 37

N
~N
N
o

L
\
|
|
|
|
|

IMG\/R UViG_3300007298 OOO197|33000O7298\(330104838 100162 23,480-36,166 (+)
endolysin (CDS_0032) DNA binding protein (CDS_0036)
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MGV-GENOME-0345236: 24,364-38,964 (+)
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MGV-GENOME-0323461:24,125-36,706 (+)
endolysin (CDS_0031) RosmerTA_RmrA_ 2634932349 (CDS_0034)
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uvig 149434:22,569-36,637 (+)
terminase large subunit (CDS_0041)
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MGV-GENOME-0337985:22,985-37,810 (+)
endolysin (CDS_0033) 34 35 36 37
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uvig_234083:23,026-37,592 (+)

endolysin (CDS_0031) ShosTA__ShosA (CDS_0035)
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MGV-GENOME-0333759:20,888-35,252 (+)
ShosTA__ShosA (CDS_0035)
endolysin (CDS_0031) 32 33 34 36
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IMGVR_UViG_3300045988_166795|3300045988|Ga0495776_164057|1- 48172 20 888-35,252 (+)
5000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)
—




