holin (CDS_0024)
UG26 (CDS_0018) endolysin (CDS_0022)
19 20 21 23 25 26 DNA invertase (CDS_0027)

— )
MGV-GENOME-0178688:17,983-23,698 (+)

|

MGV-GENOME-0177039:19,043-23,455 (+)
27 29

s

MGV-GENOME-0182479:19,194-24,281 (+)

MGV-GENOME-0184293:17,982-24,554 (+)
PDC-S07_WP_110056698.1 (CDS_0030)
transfer-messenger RNA SsrA
Tj 28 29 31 32 33 34

%

B e R S - —
SAMNO06164436 al ct111291 vs1:18,653-27,732 (+)

25

-
el

MGV-GENOME-0176347:18,149-23,353 (+)

N
©

uvig_40671:20,423-24,215 (+)

| T
N
@

MGV-GENOME-0193017: 20,309-24, 148( )
tRNA splicing ligase (CDS_0031)
DNA polymerase/primase (CDS_0028) 29 30 32 33 34 35 36 37 38 39

R S B e W — ———— — —
uvig_526079:18,653-30,138 (+)

23 27 28 29 30 31 32 3334

uvig_380733:18,794-27,269 (+)
DNA methyltransferase (CDS_0029)
25 26 27 28 30 3132 33 34 35 36

!
|
|

MGV-GENOME-0227004: 17,982-31,977 (+)
tRNA splicing ligase RtcB (CDS_0026)
21 22 27 28 29 30 31

MGV-GENOME-0224109: 18,384-26,922 (+)
28 29 30 31

%

MGV-GENOME-0192142:18,920-26,044 (+)
5000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function defence (DefenseFinder) defence (PADLOC) tmRNA
— I




